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9 60 6162 63 64 65 66 67 6869 70 71 72 73

MGV-GENOME-0353373 60333:71155(+)
9 8 7 65 4 3
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MGV-GENOME-0334238 1:10880(-)
52 53 54 5556 57 58 59 60 61

MGV-GENOME-0332172 48824:60240(+)

6 primase (CDS_0003)
1 10 9 8 715 4 2 1

MGV-GENOME-0360280 3:10995(-)
70 71 72 737475 76 77 78

MGV-GENOME-03513%94 65649:75560(+)
55 56 57 5859 60

3

MGV-GENOME-0334168 52831:61381(+)
49 50 51525354

3

MGV-GENOME-0324703 47882:56471(+)
7 6 5 4 321

5

MGV-GENOME-0348368 2:8531(-)

56 60 61 62 63 64 66 67 68 69

MGV-GENOME-0346653 59363:69393(+)
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10 9 8 7 64 3 2

MGV-GENOME-0333924 3:10034(-)
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MGV-GENOME-0348919 3:9973(-)

MGV-GENOME-0350312 57846:66443(+)
AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0083)
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MGV-GENOME-0369851 84337:94262(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0006)
7 5
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MGV-GENOME-0357592 92:10024(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0007)
5 4
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MGV-GENOME-0363818 162:11119(-)
AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0007)
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MGV-GENOME-0364860 1:10327(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0088)
87 89 90 91 92 93 94

MGV-GENOME-0365547 88258:98725(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0007)
8 6 5 4 32
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MGV-GENOME-0368959 51:10548(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0007)
8 6 5 4 3 2 transposase (CDS_0001)

MGV-GENOME-0367518 374:11535(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0063)
62 64 65 66 67 68 transposase (CDS_0069)

MGV-GENOME-0348395 63722:74882(+)
AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0084) transposase (CDS_0090)
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MGV-GENOME-0364627 86093:97721(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0009) transposase (CDS_0003)
10 5 4 2 1

~
o
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MGV-GENOME-0368447 250:12662(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0007)
8

14 13 6 5 4 3 2 transposase (CDS_0001)

MGV-GENOME-0367801 373:11966(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0011) transposase (CDS_0005)
12 10 9 8 76 4 3 2 transposase (CDS_0001)
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MGV-GENOME-0357554 86:14157(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0007)
6

v
N
w
N
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MGV-GENOME-0362868 1:10241(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0065) 71
64 66 67 68 6970

MGV-GENOME-0347785 64059:74328(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0006)
7 4 3 21

MGV-GENOME-0354324 139:10095(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0007)
8 5 4

w
N
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MGV-GENOME-0351619 22:10332(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0064) 70
63 65 66 67 68 69 |71
4
PEOD-DD-EEC —E&—HA -0—0M
I

MGV-GENOME-0350113 67102:77578(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0084)
CDS_0083 CDS_0085 CDS_0086
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MGV-GENOME-0368951 84348:91541(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0063)
62 64 65 66
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MGV-GENOME-0347222 63583:72134(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0003)
CDS_0004 CDS_0002 CDS_0001
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MGV-GENOME-0348470 3:7729(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0063)
62 64 65 66
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MGV-GENOME-0346331 65137:72361(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0080)
CDS_0079 CDS_0081 CDS_0082

%

MGV-GENOME-0357346 76527:85078(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0080) transposase (CDS_0086) primase (CDS_0090)
79 81 82 83 84385 8788 89 91 92

MGV-GENOME-0369527 77355:92269(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0080) transposase (CDS_0086) primase (CDS_0090)
79 81 82 83 8485 8788 89 91
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MGV-GENOME-0364433 79671:93518(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0063) transposase (CDS_0069)
62 64 65 66 67 68 707172 73 74 7576

MGV-GENOME-0351440 64175:79245(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0052) 59
51 53 54 55 56 57;8—(67061 62 63 64
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MGV-GENOME-0339076 51421:64786(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0081) 88 primase (CDS_0091)
82 83 84 85 8687 TBj 90 92

I
:

MGV-GENOME-0370671 77871:90744(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0058) 64
57 59 60 61 62 63 65 66 67
A

DD DD —E—HA LO-D—O-PPEOETD
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MGV-GENOME-0346878 60868:73057(+)
AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0053) 59
52 54 55 56 575816061 62

MGV-GENOME-0342380 55750:67907(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0054) 59
53 55 56 57 58 [6061 62 63 64

MGV-GENOME-0343820 56242:69502(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0057) transposase (CDS_0062)
56 58 59 60 61 6364 65 66 67
DD @& — 10— PO

MGV-GENOME-0347331 59858:73696(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0013)
12 11 10 9 8 76 5 4 3 21
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MGV-GENOME-0346852 63:13912(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0071) 77
70 72 73 74 7576 (7879

MGV-GENOME-0352028 68836:79931(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0010)
11 9 8 7 65 43 2 1

MGV-GENOME-0351067 2:11938(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0066) 72
65 67 68 69 70717374 75

MGV-GENOME-0349717 65530:77060(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0077) 83
76 78 79 80 81828485 86

MGV-GENOME-0354927 72834:84203(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0010)
11 8 7 65 43 2 1

MGV-GENOME-0353880 1:11409(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0063) 69
62 64 65 66 676817071 72

MGV-GENOME-0349366 64507:76626(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0062) 68
61 63 64 65 666716970 71 72

MGV-GENOME-0348569 63237:75511(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0011)
12 10 9 8 76 543 2 1

MGV-GENOME-0350636 1:12514(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0075) 81 primase (CDS_0084)
74 76 77 78 7980 [8283 85
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MGV-GENOME-0354110 70916:83197(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0012) transposase (CDS_0006)
13 11 10 9
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MGV-GENOME-0366391 1:13926(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0077) transposase (CDS_0083)
76 78 79 80 8182 8485 86

MGV-GENOME-0354708 71255:83915(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0011)
12 10 9 8 7 6 54 3 2 1
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MGV-GENOME-0353157 3:13062(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0063) 69
62 64 65 66 67 68 TLO 71 72 73 74

i#

MGV-GENOME-0349734 63673:77085(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0071) 77
70 72 73 74 7576 TLS 79 80 81 82

MGV-GENOME-0353940 69622:82902(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0012) primase (CDS_0003)
13 11 10 9 87 65 4 2 1
PEEDIE-CC 1 —@&—— DO PO EEDED

MGV-GENOME-0357707 1:13506(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0013)
14 12 11 10 9 8 76 5 4
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N
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MGV-GENOME-0347188 1:13681(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0013) primase (CDS_0004)
14 12 11 10 9 8 76 5 3 21

MGV-GENOME-0357134 2:13599(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0087) 93
86 88 89 90 91929495

MGV-GENOME-0365491 87663:98662(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0009)
10 8 7 6 54321

MGV-GENOME-0347110 3:11002(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0015) primase (CDS_0006)
16 14 13 12 111098 7 5 4 3 21
PO PE-CC —@E——OD-DOD- OB
MGV-GENOME-0355896 1:14455(-)
AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0069) 75
68 70 71 72 73747677 78 79 8081828384

MGV-GENOME-0348558 60697:75487(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0072) 78 primase (CDS_0081)
71 73 74 75 7677 [79 80 82 838485
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MGV-GENOME-0354581 69842:83829(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0014)
15 13 12 11 109 87 6 5 4 321

MGV-GENOME-0345072 1:14222(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0018) 12 ParA-like partition protein (CDS_0001)
19 17 16 15 14 131110 9 8 76 5 3 2
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MGV-GENOME-0360249 1:18601(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0024) 18
25 23 22 21 201917 16 15 14 1312111098 7 6 5 4 3 2

i

MGV-GENOME-0357846 2:20822(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0067) 73 78
66 68 69 70 717277475 76 77 [79 80 818283

MGV-GENOME-0353604 67300:82316(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0072) 79 primase (CDS_0082) 88
68 71 73 74 75 76 77 78 [8081 83 84858687[89 90 91 92
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MGV-GENOME-0357203 69455:86392(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0066) transposase (CDS_0072) primase (CDS_0076) 82
65 67 68 69 7071 7374 75 77 7879 80 81T83 84 85 86

MGV-GENOME-0355029 65760:84320(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0021) transposase (CDS_0015) primase (CDS_0011)

22 20 19 18 17 16 1413 12 10 9 8 7 654 3 2 1
DO —@E— - OO OB OEDETTD
MGV-GENOME-0356847 421:19709(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0021) 15 primase (CDS_0012)
22 20 19 18 17 16 [14 13 11 109 8 765 4 3 2 1

MGV-GENOME-0357595 50:18621(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0066) 72 primase (CDS_0075) 81 87
65 67 68 69 707117374 76 777879 80[82 83 84 85 8¢

MGV-GENOME-0353742 64687:82612(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0056) transposase (CDS_0061) 71
55 57 58 59 60 6263 64 65 66 67 68 69 70T73 73
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MGV-GENOME-0349029 58833:76152(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0073) 79 primase (CDS_0082) 88
72 74 75 76 77 78 [80 81 83 848586 87[89 90

MGV-GENOME-0356649 70082:85863(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0018) 12
19 17 16 15 14 131110 9 8 7 6 5432 1

MGV-GENOME-0350827 1:15791(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0019) 13
20 18 17 16 1514 [12 11 10 9 8 7 6 543 2 1

MGV-GENOME-0347863 3:15961(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0077) 83 92
76 78 79 80 81§2T8j 85 86 87 888990 91T$3 94 95
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MGV-GENOME-0358397 71729:88008(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0071) 77 86 88
70 7 73 74 7576[7879 80 81 8283848587
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MGV-GENOME-0355237 69139:84542(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0066) 72 primase (CDS_0075) 81
65 67 68 69 70717374 76 777879 80] 82
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MGV-GENOME-0353584 67193:82332(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0020) 14
21 19 18 17 16 15 TQ 12 11 10 9 8 7 654 3 2 RT_III-AM_III-B_2 (CDS_0001)
DO —@— DO ORI EOES O
MGV-GENOME-0352996 1:17338(-)
AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0060) 66 75
59 61 62 63 64 65[6768 69 70 717273 74[76 77 78

MGV-GENOME-0350046 61005:77492(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0070) 76 85
6 71 72 73 7415T7J 78 79 80 818283 84T876 87 88 89
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MGV-GENOME-0355545 68134:84838(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0071) 77 86
70 72 73 74 7576[7879 80 81 82838485[87 88 89 90 91
DD IE-CC . E— D OD- IS OE PRI DA
MGV-GENOME-0358586 68604:86429(+)
AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0020) 14
21 19 18 17 16i5T53 12 11 100 9 8 7 654 3 2 1

MGV-GENOME-0347909 140:17891(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0021) 15
22 20 19 18 17 16 [14 13 12 11 109 8 765 4 3 2 1

MGV-GENOME-0359430 50:18621(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0060) 66 75
59 61 62 63 64 65[6768 69 70 7172737476 77 78 79 80 81

MGV-GENOME-0353560 61598:80169(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0019) 13 primase (CDS_0010) ParA-like partition protein (CDS_0001)
20 18 17 16 15l4T17211 9 8 7 6 543 2
BED- D& —@&—1 DO DN
MGV-GENOME-0358908 1:16299(-)
AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0018) transposase (CDS_0012) ParA-like partition protein (CDS_0001)
19 17 16 15 14 13 11 10 9 8 7 6 5 4 32 |
PEDDOIE-ECT 1 —@——-H- O — - {D— T D -4a@d
MGV-GENOME-0362462 1:21212(-)
CDS_0087
MGV-GENOME-0360095 87763:90986(+)
CDS_0061 CDS_0066

MGV-GENOME-0349619 67645:72443(+)
CDS_0076 CDS_0077

MGV-GENOME-0349497 72538:76821(+)
CDS_0054

MGV-GENOME-0334633 58688:61593(+)

CDS_0002
CDS. 0003  CDS_0001

MGV-GENOME-0352624 1:5933(-)
CDS_0001

MGV-GENOME-0342559 1:3920(-)

CDS_0061
CDS_0060 | CDS_0062

MGV-GENOME-0336608 57818:62789(+)
CDS_0003

MGV-GENOME-0358569 2685:7436(-)
CDS_0004 CDS_0002 CDS_0001

%

MGV-GENOME-0354260 1:6215(-)
6 5 4 3 2 ParA-like partition protein (CDS_0001)

MGV-GENOME-0356746 1:7828(-)
CDS_0002 ParA-like partition protein (CDS_0001)

MGV-GENOME-0349398 1:3944(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0013)
14 12 1110 9 8 7 6 5

N

3 2 ParA-like partition protein (CDS_0001)

MGV-GENOME-0358719 1:15170(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0009)
7

10 8 6 543 2 1

MGV-GENOME-0368128 2:12333(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0077) 82
76 78 79 80 81[83 84 85
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MGV-GENOME-0357798 72628:84986(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0010)
11 9 8 7 654 3 2

=

MGV-GENOME-0357618 170:14779(-)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0011)
12 10 9 8 765 4 3 2 ParA-like partition protein (CDS_0001)
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MGV-GENOME-0358640 1:13656(-)
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