HNH endonuclease (CDS_0024)
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uvig 322850 13933:33400(+)

HNH endonuclease (CDS_0023)
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MGV-GENOME-0320965 13933:32956(+)
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MGV-GENOME-0346921 13933:27795(+)
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MGV-GENOME-0298740 13844:24612(+)
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MGV-GENOME-0315657 13870:33425(+)
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MGV-GENOME-0336449 14025:37841(+)

endolysin (CDS_0026)
23 25| 28 31
21 22[24] |27] 29 30]

F/IGVR_UVIG_3BOOO45988_143070|3300045988\Ga0495776_174350 1402337841&)
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SigE (VF0295) (CDS_0015) 21 22[24] 26]28 29 30[

MGV-GENOME-0336453 13853:37841(+)
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MGV-GENOME-0349601 14025:40148(+)

28
23 25 27| 30 34
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F/IGVR_UVIG_3300045988_140409|3300045988\GaO495776_O73501 14025:40184(+)
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OTU_700 14043:39270(+)
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MGV-GENOME-0370343 13933:36598(+)
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uvig_9310 13853:36152(+)
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uvig_225376 13948:35341(+)
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24
21 2223[ 25

ﬁGV—GENOME»OSZlSl‘? 14120:31722(+)

CDS_0020 CDS 0022
'€DS 0021 CDS 0023

i
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NGVR7UVi6733OOO459887138505|3300045988\Ga049 5776_166798 14102:40065(+)

amidase (CDS_0026) 36
23 25[27 3032 37
21 22[24] | [282931] 33 34 3538

MGVR7UVi673SOOO459887139571|3300045988\6:3049 5776_187139 1?102:39436&)

amidase (CDS_0026) 36
23 25[27 3032 37
21 22[24] | [28293133 34 35[[38

-
IMGVR_UViG_3300029307_000237|3300029307|Ga0167511_100051| 1?7759241 14102:38479(+)
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-
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24
25
20 21 22 23|[26
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MGV-GENOME-0341001 13930:24540(+)
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uvig_930 13934:38586(+)
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FAGVR?UVin33OOO459887143893|3300045988\GaO4957767163371 14074:39836(+)

amidase (CDS_0026)
23 25| 2830 32 36
21 22[24] | 2729] 31 333435[37

MGV-GENOME-0345803 14106:38427(+)

amidase (CDS_0026)
30
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-
IMGVR_UViG_3300029112_000171|3300029112\GaO168820_100077|2?173785067 14106:36575(+)
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amidase (CDS_0026) 34
23 25] 2830 33
21 22[24] | 2729] 31 39|

3] 41
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uvig 131772 14106:40176(+)

amidase (CDS_0026)
23 25 30
21 22[24] [272829] 31

MGV-GENOME-0362439 14028:35012(+)

Dpd_QueD (CDS_0036)
amidase (CDS_0026) Dpd_QueE (CDS_0037)
23 25[27 30 41
21 22[24] | 2829 3132 33 3435 T 383940] 42

uvig_330279 14106:42429(+)

Dpd__QueD (CDS_0035)
amidase (CDS_0026) Dpd_QueE (CDS_0036)

23 25 28 34/ [ 37 41
21 22[24] | 272930 31 32 33| | 383940] 42

uvig 255042 14116:43424(+)

amidase (CDS_0026)
23 25| 2830 34
21 22[24] | 2729] 31 32 33[35

SAMEA3951787 b1 _ct2 14043:38751(+)

Dpd__QueD (CDS_0034)
Dpd_ QueE (CDS_0035)
amidase (CDS_0026) 33
23 25 27 29 33| 36 40
21 22[24] | T28] 30 31| | |[373839] 41

uvig_126553 14120:40719(+)
Dpd__QueD (CDS_0034)
Dpd_Qqu (CDS_0035)

33
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uvig 238649 14066:40151(+)
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EIg_S 12731 14082:42909(+)
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