thioredoxin domain (CDS_0052)

XK

42 51
39 40 41] 43 44 45 46 47 48 49 50 |5354
uvig_76060 54493:94727(+)
54 55 56 57 58 62 64
uvig 170016 59021:100644(+)
50 51 52 53 54
uvig_ 15624 56417:97206(+)
44 45 46 47 48
MGV-GENOME-0379050 54311:95105(+)
52 53 54 55 56
MGV-GENOME-0378992 55166:95984(+)
51 52 53 54 55 60
uvig 92742 58130:99438(+)
48 50 51 52 53 5457
IMGVR_UVIiG_3300045988 056921|3300045988|Ga0495776 005765 55675:97476(+)
48
44 45 46 47 T49
MGV-GENOME-0379080 52153:94416(+)
47
43 44 45 46 T48 52
MGV-GENOME-0378263 51853:93763(+)
30
26 27 28 29 T31
MGV-GENOME-0375747 25575:67391(+)
52 53 54 55 56 62 63
MGV-GENOME-0378906 55168:97161(+)
59 61
50 51 52 53 54 60
MGV-GENOME-0379191 57333:98907(+)
49 50 51 52 53
MGV-GENOME-0379108 55811:97385(+)
CDS_0046 CDS 0051 CDS 0052 CDS_0054 CDS_0055 CDS 0056 CDS_0057
MGV-GENOME-0379053 49858:95479(+)
CDS_0055
MGV-GENOME-0379116 57698:95013(+)
54 55 56 57 58 59
uvig_20261 57743:100550(+)
50 51 52 53 54 55
uvig 28521 55417:97959(+)
47 48 49 50 51 52
uvig 60126 52799:93040(+)
4344 49 50 51 52 53 54
uvig 40664 56845:98857(+)
phosphoesterase (CDS_0054)
45 46 47 48 49 5375556
MGV-GENOME-0378723 52404:93835(+)
48 49 55 56 57 58 59 60 61
MGV-GENOME-0379115 51784:100538(+)
CDS_0054 CDS_ 0055 CDS_0056CDS 0057
uvig_557600 56984:92859(+)
CDS_0049 CDS_0050 CDS_0051CDS_0052
IMGVR_UViG_3300045988 059935|3300045988|Ga0495776_137333 54918:90505(+)
CDS_0058
CDS_0051 CDS_ 0052 CDS_0053CDS_0054 | cDs_ 0059
MGV-GENOME-0378880 55761:92522(+)
CDS_0052 CDS_0053 CDS_0054CDS_0055
MGV-GENOME-0377204 55841:92603(+)
CDS_0047 CDS_0052 CDS 0053 CDS_0054CDS 0055
uvig 242445 55783:92586(+)
CDS_0050 CDS_0051 CDS_0052CDS 0053
IMGVR_UVIiG_3300045988 062706|3300045988|Ga0495776 031875 54035:91023(+)
CDS_0047
CDS_0040 CDS_0041 CDS_0042CDS 0043 [cDs 0048
MGV-GENOME-0377595 45327:82068(+)
CDS_0022 CDS_0023 CDS_0024CDS 0025
uvig 256185 24828:61590(+)
CDS_0051 CDS 0052 CDS_0053CDS 0054
uvig 264899 55818:92907(+)
CDS_0053 CDS_0054 CDS_0055CDS_0056 CDS_0061
IMGVR_UVIiG_3300045988 062704|3300045988|Ga0495776 031938 56450:93199(+)
CDS 0047 CDS_0048 CDS_0049CDS 0050 CDS_0055
uvig 200889 52145:88914(+)
55
54 56 57 58 59 60
uvig 196719 56572:95205(+)
CDS_0046
CDS_0045 | CDS_0047 CDS_0052 CDS_0053 CDS_0054CDS_0055
MGV-GENOME-0379029 55717:94137(+)
54 55 56 57 58 62
MGV-GENOME-0378252 56668:93436(+)
54 55 56 57 58
IMGVR_UVIiG_3300045988 064359|3300045988|Ga0495776_137442 56668:93436(+)
49 50 51 52 53 58
uvig 102609 52418:89015(+)
50 51 52 53 54
IMGVR_UViG_3300045988 067604|3300045988|Ga0495776 031891 53756:90763(+)
56
52 53 54 55 T57
MGV-GENOME-0379046 56227:92721(+)
HNH endonuclease (CDS_0057)
52 53 54 55 56 63
IMGVR_UVIiG_3300045988 068734|3300045988|Ga0495776 014897 56614:94289(+)
53 54 55 56 57
MGV-GENOME-0378303 56564:94460(+)
49 50 51 52 53

IMGVR_UViG_3300045988_058534|3300045988|Ga0495776_014829 52418:89015(+)
} 10000 nt i

DNA, RNA and nucleotide metabolism other unknown function



