nucleoside triphosphate pyrophosphohydrolase (CDS_0089)

polyqucleotide kinase (CDS_0090) tRNA-His guanylyltransferase (CDS_0095)
tRNA nucleotidyltransferase (CDS_008 7) CDQO92 CDS_0094 CDS_0097
CDS_0086 CDLWSQ ‘ CDS_0091 CDS_0093 CDS_0096
vig 4950 52084:57423(+)
CDS_0071
CDS_ 0072 |

MGV-GENOME-0376327 93506:98848(-)

CDS_0066

CDS_0067 | CDS_0060

SRS017701_a1_ct21378_vs1 90232:96190(-)

CDS_0082
CDS_0083 |

MGV-GENOME-0378769 106132:111470(-)
CDS_0080 CDS_0076

!
|

MGV-GENOME-0378651 104131:110089(-)
CDS_0082

MGV-GENOME- 0379146 105874:111214(-)

CDS_0059
CDS_0061 CDS_0065

o
b

MGV-GENOME-0367230 35060:40728(+)
CDS_0042

MGV-GENOME-0366565 51564:57232(-)
CDS_0057

MGV-GENOME-0376776 85701:91167(-)
CDS_0093

MGV-GENOME-0376082 53922:59389(+)
CDS_0077 CDS_0076 CDS_0074

I
MGV-GENOME-0378667 101537:108081(-)

CDS_0077
— =i 4+ A . 1 4
MGV-GENOME-0378347 100261:106639(-)
CDS_0050 CDS_0044

MGV-GENOME-0371494 63904: 70252( )
CDS_0081 CDS_0079

B
|
|
i |
|

uvig 200889 95843:102090(-)

CDS 0083 CDS_0077

MGV-GENOME-0379044 99817:105955(-)

CDS_0078
CDS_0081 CDS 0079 |

Minot_Diet_SRR5088933_NODE_1_length_190900_cov_250.329278 104508:110189(-)

CDS_0087
CDS_0089 ] cDs.0085

|
!
|
|

IMGVR _UViG_3300045988_070974|3300045988|Ga0495776_071308 105176:111007(-)
CDS_0078 tRNA-His guanylyltransferase (CDS_0083)

uvig 405070 42285:48190(+)
CDS_0054

MGV-GENOME-0371108 69408:75313(-)

polynucleotide kinase (CDS_0075)
CDS_0076 CDS_0074

MGV-GENOME-0378808 96826:103735(-)

CDS_0084
CDS_0083

MGV-GENOME-0379053 102703:108641(-)
CDS_0114
CDS_0115
— I — g ——
MGV-GENOME-0376097 64159:70097(+)

CDS_0080
CDS_0081 CDS_0079

MGV-GENOME-0378500 98004:103644(-)
CDS_0074 CDS_0073

MGV-GENOME-0378263 99447:105392(-)

CDS_0090
CDS_0089
DNA polymerase (CDS_0092) CDS_0091 CDsS_0088 CDsS_0084

MGV-GENOME-0378869 103122:112726(-)
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