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CDS_0160 homing endonuclease (CDS 0166) |  CDS 0168

arm— @@ @@ (@ a@—a@-aEmmm—Ee —ad

uvig 488623 129015:140075(+)

homing endonuclease (CDS_0179)
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homing endonuclease (CDS_0169)
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CDS_0180 | CDS_0182 CDS_0185 homing endonuclease (CDS_0186) CDS_ 0192

K —A—OL l
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HNH endonuclease (CDS_0173)
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HNH endonuclease (CDS_0170)
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CDS_0179 CDS_0180CDS_0181

d-d—4 O K@@ —a@d—a@-< l
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CDS_0174 CDS_0176 CDS_0181
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HNH endonuclease (CDS_0174)
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homing endonuclease with GIY-YIG motif (CDS_0176)
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homing endonuclease with GIY-YIG motif (CDS_0168)
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homing endonuclease with GIY-YIG motif (CDS_0157)
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HNH endonuclease (CDS_0022)
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HNH endonuclease (CDS_0169)
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HNH endonuclease (CDS_0187)
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K —4—C K HEE-C K A —EC X

MGV-GENOME-0379213 163083:174955(+)
HNH endonuclease (CDS_0186)
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CDS_ 0163 HNH endonuclease (CDS_0171)
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