
TemPhD_cluster_16899 17845:31373(+)

structural protein (CDS_0023)

tail fiber protein (CDS_0024)
DarTG__DarG (CDS_0025)

tail fiber assembly protein (CDS_0026)

CDS_0027 CDS_0028 CDS_0029
CDS_0030

exonuclease (CDS_0031)
CDS_0032

Kil protein for bacterial septation inhibition (CDS_0033)

CDS_0034

CDS_0035
CDS_0036

CDS_0037
CDS_0038

CDS_0039

TemPhD_cluster_25996 17569:31076(+)

integrase (CDS_0028)
exonuclease (CDS_0029)

TemPhD_cluster_42632 17845:30742(+)

tail fiber protein (CDS_0023)
CDS_0028

CDS_0029

integrase (CDS_0030)

exonuclease (CDS_0031)

TemPhD_cluster_61319 17845:32364(+)

CDS_0028 CDS_0029
DnaD-like helicase loader (CDS_0036)

CDS_0037

TemPhD_cluster_42760 17845:32359(+)

integrase (CDS_0028)
exonuclease VII (CDS_0029)

TemPhD_cluster_36689_ 17845:32976(+)

integrase (CDS_0028) exonuclease VII (CDS_0029)

TemPhD_cluster_61332 17845:32382(+)

CDS_0027

exonuclease (CDS_0028)
Kil protein for bacterial septation inhibition (CDS_0030)

CDS_0031
CDS_0032

CDS_0035
CDS_0038

replication initiation protein (CDS_0039)

TemPhD_cluster_48193 17845:37526(+)

29
tail fiber protein (CDS_0030)

31 32 33 exonuclease VII (CDS_0034) 39 40

TemPhD_cluster_32827 17845:31598(+)

CDS_0029 exonuclease VII (CDS_0030)

TemPhD_cluster_42682 17845:30808(+)

integrase (CDS_0028)
exonuclease VII (CDS_0029)

TemPhD_cluster_48725_ 17845:35681(+)

integrase (CDS_0029)
excisionase (CDS_0030)

31 32 33 34 35 36

RecT-like ssDNA annealing protein (CDS_0037)

exonuclease VII (CDS_0038)

TemPhD_cluster_41144 17845:37237(+)

integrase (CDS_0028)
excisionase (CDS_0029)

30 31 32 33 34 35

RecT-like ssDNA annealing protein (CDS_0036)

exonuclease VII (CDS_0037)

TemPhD_cluster_48260 17845:36899(+)

integrase (CDS_0029)
excisionase (CDS_0030)

31 32 33 34
35

36 37 38

RecT-like ssDNA annealing protein (CDS_0039)

40

TemPhD_cluster_48235 17845:36887(+)

integrase (CDS_0028)
excisionase (CDS_0029)

30 31 32 33
34

35 36 37

RecT-like ssDNA annealing protein (CDS_0038)

39

TemPhD_cluster_31792 17845:36899(+)

integrase (CDS_0029)
excisionase (CDS_0030)

31 32 33 34
35

36 37 38

RecT-like ssDNA annealing protein (CDS_0039)

40

TemPhD_cluster_48692_ 17845:35527(+)

integrase (CDS_0028)
excisionase (CDS_0029)

30 31 32 3334

RecT-like ssDNA annealing protein (CDS_0035)

exonuclease (CDS_0036)

TemPhD_cluster_41171 16602:34837(+)

21 integrase (CDS_0027)
excisionase (CDS_0028)

29 30 31 3233

RecT-like ssDNA annealing protein (CDS_0034)

exonuclease (CDS_0035)
transcriptional repressor (CDS_0040)

41

TemPhD_cluster_40336 17845:38772(+)

integrase (CDS_0029)

integrase (CDS_0030)
excisionase (CDS_0031)

32
DNA methyltransferase (CDS_0033)

DNA methyltransferase (CDS_0034)

35 36 37 38

RecT-like ssDNA annealing protein (CDS_0039)

exonuclease (CDS_0040)

TemPhD_cluster_35154 17845:38773(+)

integrase (CDS_0029)

excisionase (CDS_0030)

31
DNA methyltransferase (CDS_0032)

DNA methyltransferase (CDS_0033)

34 35 36 37

RecT-like ssDNA annealing protein (CDS_0038)

exonuclease (CDS_0039)

TemPhD_cluster_31694 17845:37869(+)

integrase (CDS_0029)

excisionase (CDS_0030)

31
DNA methyltransferase (CDS_0032)

DNA methyltransferase (CDS_0033)

34 35 3637

RecT-like ssDNA annealing protein (CDS_0038)

exonuclease (CDS_0039)

TemPhD_cluster_59975 16602:36566(+)

integrase (CDS_0027)

excisionase (CDS_0028)

29
DNA methyltransferase (CDS_0030)

DNA methyltransferase (CDS_0031)

32 33 3435

RecT-like ssDNA annealing protein (CDS_0036)

exonuclease (CDS_0037)

TemPhD_cluster_40794 16593:35011(+)

27

excisionase (CDS_0028)

29
DNA methyltransferase (CDS_0030)

DNA methyltransferase (CDS_0031)

32

RecT-like ssDNA annealing protein (CDS_0033)

exonuclease (CDS_0034)

TemPhD_cluster_27145 16649:34468(+)

27

excisionase (CDS_0028)

29
DNA methyltransferase (CDS_0030)

DNA methyltransferase (CDS_0031)

32

PD-Lambda-5__PD-Lambda-5_B (CDS_0033)

34

RecT-like ssDNA annealing protein (CDS_0035)

exonuclease (CDS_0036) 40

TemPhD_cluster_60073 16249:36243(+)

baseplate wedge subunit (CDS_0021)

MCR-10 family phosphoethanolamine--lipid A transferase (NF033862.2) (CDS_0027)

28

excisionase (CDS_0029)

30
DNA methyltransferase (CDS_0031)

DNA methyltransferase (CDS_0032)

33 34 35 36 37 38 exonuclease (CDS_0039)

TemPhD_cluster_35530 16249:36161(+)

MCR-10 family phosphoethanolamine--lipid A transferase (NF033862.2) (CDS_0026)

27

excisionase (CDS_0028)

29
DNA methyltransferase (CDS_0030)

DNA methyltransferase (CDS_0031)

32 33 34 35

RecT-like ssDNA annealing protein (CDS_0036)

exonuclease (CDS_0037)

TemPhD_cluster_40739 17569:35170(+)

28

excisionase (CDS_0029)

30
DNA methyltransferase (CDS_0031)

DNA methyltransferase (CDS_0032)

33 34 35 36

RecT-like ssDNA annealing protein (CDS_0037)

exonuclease (CDS_0038)

TemPhD_cluster_31793 17842:36575(+)

28

excisionase (CDS_0029)

30
DNA methyltransferase (CDS_0031)

DNA methyltransferase (CDS_0032)

33

PD-Lambda-5__PD-Lambda-5_B (CDS_0034)

35

RecT-like ssDNA annealing protein (CDS_0036)

exonuclease (CDS_0037)

TemPhD_cluster_29221 17836:36270(+)

28 29

excisionase (CDS_0030)

31
DNA methyltransferase (CDS_0032)

DNA methyltransferase (CDS_0033)

34

RecT-like ssDNA annealing protein (CDS_0035)

exonuclease (CDS_0036)

IMGVR_UViG_2880319907_000002|2880319907|2880319907|1937927-1983517 17845:37582(+)

UmuD-like protein (CDS_0028) 29

excisionase (CDS_0030)

31
DNA methyltransferase (CDS_0032)

DNA methyltransferase (CDS_0033)

34

PD-Lambda-5__PD-Lambda-5_B (CDS_0035)

36

RecT-like ssDNA annealing protein (CDS_0037)

exonuclease (CDS_0038) 40

TemPhD_cluster_21623 17845:36674(+)

28

excisionase (CDS_0029)

30
DNA methyltransferase (CDS_0031)

DNA methyltransferase (CDS_0032)

33

PD-Lambda-5__PD-Lambda-5_B (CDS_0034)

35

RecT-like ssDNA annealing protein (CDS_0036)

exonuclease (CDS_0037)

TemPhD_cluster_31927 17845:36279(+)

28

excisionase (CDS_0029)

30
DNA methyltransferase (CDS_0031)

DNA methyltransferase (CDS_0032)

33

PD-Lambda-5__PD-Lambda-5_B (CDS_0034)

35

RecT-like ssDNA annealing protein (CDS_0036)
exonuclease VIII (CDS_0037)

exonuclease (CDS_0038)

TemPhD_cluster_40656 17845:37455(+)

28
integrase (CDS_0029)

excisionase (CDS_0030)

31

DNA methyltransferase (CDS_0032)

DNA methyltransferase (CDS_0033)

34

PD-Lambda-5__PD-Lambda-5_B (CDS_0035)

36

RecT-like ssDNA annealing protein (CDS_0037)

exonuclease VIII (CDS_0038)
exonuclease (CDS_0039) 44

IMGVR_UViG_2681813456_000005|2681813456|2681898405|1-45350 17845:37113(+)

integrase (CDS_0028)

excisionase (CDS_0029)

30
DNA methyltransferase (CDS_0031)

DNA methyltransferase (CDS_0032)

33

PD-Lambda-5__PD-Lambda-5_B (CDS_0034)

35

RecT-like ssDNA annealing protein (CDS_0036)
exonuclease VIII (CDS_0037)

exonuclease (CDS_0038)

TemPhD_cluster_35834_ 17845:34562(+)

28
integrase (CDS_0029)

30

PD-Lambda-5__PD-Lambda-5_B (CDS_0031)

32

RecT-like ssDNA annealing protein (CDS_0033)

exonuclease VIII (CDS_0034)
exonuclease (CDS_0035)

TemPhD_cluster_29284 17845:37180(+)

28
excisionase (CDS_0029)

30 31 32
33

34

RecT-like ssDNA annealing protein (CDS_0035)

exonuclease (CDS_0036)

TemPhD_cluster_36795_ 19885:33437(+)

integrase (CDS_0028) exonuclease (CDS_0029)
CDS_0031

CDS_0032 Ren-like exclusion protein (CDS_0040)

TemPhD_cluster_42973 17845:33704(+)

CDS_0030
CDS_0031

CDS_0032
CDS_0033

CDS_0038

Mok_Hok_Sok__Hok (CDS_0039)
CDS_0040

CDS_0041

TemPhD_cluster_24778 17845:32652(+)

Kil protein for bacterial septation inhibition (CDS_0030)
CDS_0031

CDS_0032

TemPhD_cluster_36809_ 19876:33719(+)

Kil protein for bacterial septation inhibition (CDS_0031)
CDS_0032

CDS_0033

TemPhD_cluster_59821 17845:36318(+)

28
excisionase (CDS_0029)

30 31 32

DNA methyltransferase (CDS_0033)

34 35

RecT-like ssDNA annealing protein (CDS_0036)

37 41
transcriptional regulator (CDS_0042)

43

TemPhD_cluster_59678 17844:38113(+)

integrase (CDS_0028)

excisionase (CDS_0029)

30
DNA methyltransferase (CDS_0031)

DNA methyltransferase (CDS_0032)

33 34 35 36 37

RecT-like ssDNA annealing protein (CDS_0038)

39

TemPhD_cluster_49855 17845:30839(+)

CDS_0028 CDS_0029

TemPhD_cluster_49097 17845:36479(+)

28 29
excisionase (CDS_0030)

31 32 33 3435

RecT-like ssDNA annealing protein (CDS_0036)

exonuclease (CDS_0037) primosomal protein (CDS_0043)

8000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function Defence AMR


