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31 32 33 34 35 36 37 39 DNA methyltransferase (CDS_0040)

IMGVR_UViG_3300045988_174007|3300045988|Ga0495776_026294 22704:31689(+)

30 31 32 33 34 35 36 DNA methyltransferase (CDS_0039)
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SRS065504_a1_ct18904 22355:31439(+)
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radical SAM domain protein (CDS_0041)
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DNA methyltransferase (CDS_0042)
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MGV-GENOME-0267014 23432:35115(+)

31 32 33
radical SAM domain protein (CDS_0035)
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DNA methyltransferase (CDS_0037)

38 39 40 41

uvig_25541 20788:32399(+)

radical SAM domain protein (CDS_0033) 34
DNA methyltransferase (CDS_0035)

36 37 38 39

MGV-GENOME-0260311 23378:33666(+)

33 34 35

radical SAM domain protein (CDS_0037)

38
DNA methyltransferase (CDS_0039)

40 41

IMGVR_UViG_3300045988_142871|3300045988|Ga0495776_110967 24063:35158(+)

34 36 37

radical SAM domain protein (CDS_0039)

40 41
HNH endonuclease (CDS_0042)
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MGV-GENOME-0264737 23389:33917(+)

32 33 36 37 38
HNH endonuclease (CDS_0039)

40 41
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radical SAM domain protein (CDS_0037)

38

DNA methyltransferase (CDS_0039)
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radical SAM domain protein (CDS_0037) 38
DNA methyltransferase (CDS_0039)
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