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IMGVR_UViG_3300008503_000024|3300008503/Ga0111013_100152 27192:33165(+)
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IMGVR_UViG_3300007753_000012|3300007753|Ga0105778_100124 27472:33650(+)
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IMGVR_UViG_3300007167_000024|3300007167|Ga0102715_1000100 27905:33328(+)

single strand DNA binding protein (CDS_0036)
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transcriptional activator (CDS_0044)
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