
MGV-GENOME-0184079 21258:25295(+)

endolysin (CDS_0023)

CDS_0024

CDS_0025

CDS_0026
CDS_0027

CDS_0028

terminase small subunit (CDS_0029)

MGV-GENOME-0206905 21256:24896(+)

CDS_0028

MGV-GENOME-0229992 20596:24449(+)

CDS_0021
CDS_0022 CDS_0026

MGV-GENOME-0174785 16744:20832(+)

CDS_0019 CDS_0024

MGV-GENOME-0262310 20597:26791(+)

CDS_0026
CDS_0029

Retron_VI__HTH (CDS_0030)
transposase (CDS_0031)

antitoxin from a toxin-antitoxin system (CDS_0032)

CDS_0033

IMGVR_UViG_3300029354_000012|3300029354|Ga0243832_101078 20597:26649(+)

CDS_0026

IMGVR_UViG_3300029676_000147|3300029676|Ga0243825_100053|131855-172746 20597:28739(+)

CDS_0026 CDS_0032
CDS_0033

MGV-GENOME-0264438 21257:32046(+)

CDS_0028
Retron_VI__HTH (CDS_0029)

transposase (CDS_0030)

CDS_0032
CDS_0033

CDS_0034

replication initiation protein (CDS_0035)

CDS_0036
CDS_0037

CDS_0038

MGV-GENOME-0258526 21000:30980(+)

CDS_0028

Retron_VI__HTH (CDS_0029)
transposase (CDS_0030)

IMGVR_UViG_3300045988_016357|3300045988|Ga0495776_177536|161-39563 21256:32214(+)

CDS_0028

Retron_VI__HTH (CDS_0029)
transposase (CDS_0030)

CDS_0034

IMGVR_UViG_3300045988_112484|3300045988|Ga0495776_117656 21257:39461(+)

28

Retron_VI__HTH (CDS_0029)
transposase (CDS_0030)

31 32 33 34

MGV-GENOME-0301950 21257:37399(+)

28

Retron_VI__HTH (CDS_0029)
transposase (CDS_0030)

31 32

IMGVR_UViG_3300014824_000648|3300014824|Ga0134492_1000064|122744-160606 21256:30484(+)

CDS_0026
CDS_0029

Retron_VI__HTH (CDS_0030)

CDS_0032
CDS_0033

IMGVR_UViG_3300008744_000115|3300008744|Ga0114025_1000548|386-39755 20957:31994(+)

CDS_0029

Retron_VI__HTH (CDS_0030)
transposase (CDS_0031)

CDS_0033
phosphoadenosine phosphosulfate reductase (CDS_0034)

Chehoud_donor_NODE_5_length_40782_cov_41.940654 21322:32774(+)

31
32

33
transposase (CDS_0034)

35 37
38

39 Druantia_II__DruM (CDS_0040)

IMGVR_UViG_3300029700_000240|3300029700|Ga0245207_100170|12646-52492 21263:31890(+)

29
30

31
transposase (CDS_0032)

33

MGV-GENOME-0314748 21217:31978(+)

29
30

31
transposase (CDS_0032)

33 34

IMGVR_UViG_3300029873_000011|3300029873|Ga0245321_100724 21263:32118(+)

29
30

31
transposase (CDS_0032)

ABC transporter (CDS_0033)

34

IMGVR_UViG_3300029389_000461|3300029389|Ga0243995_1000257|7098-48657 21257:33601(+)

28
29

30
transposase (CDS_0031)

kinase (CDS_0032)

MGV-GENOME-0291345 20999:31092(+)

28
29

30
transposase (CDS_0031)

32

MGV-GENOME-0303216 20999:31794(+)

28
29

30
transposase (CDS_0031)

32

MGV-GENOME-0306065 21256:31904(+)

28
29

30
transposase (CDS_0031)

HspX (VF0301) (CDS_0032)

IMGVR_UViG_3300045988_093891|3300045988|Ga0495776_128608 20957:31372(+)

29
30

31
transposase (CDS_0032)

33

SRS050998_a1_ct13749_vs01 21257:32863(+)

28
29

30
transposase (CDS_0031)

32 33

uvig_450051 21080:33489(+)

28
29

30
transposase (CDS_0031)

32 33 34

IMGVR_UViG_3300029815_000033|3300029815|Ga0244882_1000910 21214:31509(+)

28
29

30
transposase (CDS_0031)

32 radical SAM domain protein (CDS_0037)

MGV-GENOME-0263950 21256:31194(+)

28
29

30
transposase (CDS_0031)

32

uvig_557846 20801:35683(+)

28
29

30
transposase (CDS_0031)

3233 34 35 36

MGV-GENOME-0270214 21256:32353(+)

28
29

30
transposase (CDS_0031)

endolysin (CDS_0032)

IMGVR_UViG_3300029443_000112|3300029443|Ga0243848_1000935 21256:31877(+)

28
29

30
transposase (CDS_0031)

32

IMGVR_UViG_3300045988_022529|3300045988|Ga0495776_026310 21256:31645(+)

28
29

30
transposase (CDS_0031)

32

IMGVR_UViG_3300029841_000024|3300029841|Ga0245272_100968 20999:30834(+)

28
29

30
transposase (CDS_0031)

32

IMGVR_UViG_3300029335_000308|3300029335|Ga0243762_100772|247-39555 21256:31350(+)

28
29

30
transposase (CDS_0031)

32

MGV-GENOME-0283139 21256:32300(+)

28
29

30
transposase (CDS_0031)

32

MGV-GENOME-0272308 21256:32055(+)

28
29

30
transposase (CDS_0031)

32

IMGVR_UViG_3300029434_000366|3300029434|Ga0243855_1000758|5714-44079 21256:30407(+)

CDS_0028

CDS_0029
CDS_0030

CDS_0031

IMGVR_UViG_3300029776_000268|3300029776|Ga0243759_100455|2-39695 21256:31735(+)

28
29

30
transposase (CDS_0031)

32

IMGVR_UViG_3300029433_000314|3300029433|Ga0243761_1000242|3-38406 21256:30445(+)

CDS_0028
CDS_0029

CDS_0030

IMGVR_UViG_3300045988_062006|3300045988|Ga0495776_001376 21116:33864(+)

29
30

31
transposase (CDS_0032)
translation initiation factor (CDS_0033)

34 35

uvig_531981 21316:32091(+)

28
29

30
transposase (CDS_0031)
translation initiation factor (CDS_0032)

33

MGV-GENOME-0268811 21316:29992(+)

CDS_0028

CDS_0029
CDS_0030

IMGVR_UViG_3300029431_000066|3300029431|Ga0243758_1000652 21256:35836(+)

28
29

30
transposase (CDS_0031)

32 33
transposase (CDS_0034)

cas12f2_V-F_2 (CDS_0035)

MGV-GENOME-0287106 21256:33509(+)

28
29

30
transposase (CDS_0031)

32
transposase (CDS_0033)

cas12f2_V-F_2 (CDS_0034)

IMGVR_UViG_3300029124_000123|3300029124|Ga0169224_1000224 21265:35899(+)

28
29

30
transposase (CDS_0031)

32 33 34 35

MGV-GENOME-0264019 20957:31200(+)

28
29

30
transposase (CDS_0031)

32

IMGVR_UViG_3300045988_075981|3300045988|Ga0495776_029153 21256:32558(+)

28
29

30
31

transposase (CDS_0032)

IMGVR_UViG_3300045988_022664|3300045988|Ga0495776_086111 21000:30684(+)

28
29

30
transposase (CDS_0031)

32

IMGVR_UViG_3300045988_030282|3300045988|Ga0495776_177330 21256:31747(+)

28
29

30
transposase (CDS_0031)

32

IMGVR_UViG_3300045988_057239|3300045988|Ga0495776_128461 21256:31180(+)

28
29

30
transposase (CDS_0031)

32

IMGVR_UViG_3300029388_000061|3300029388|Ga0243998_1000542 21204:33626(+)

28
29

30
transposase (CDS_0031)

32 FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0033)

MGV-GENOME-0325957 20999:35466(+)

28
29

30
transposase (CDS_0031)

32 Sigma L (VF0855) (CDS_0033)

uvig_117625 20957:33136(+)

28
29

30
transposase (CDS_0031)
tRNA nucleotidyltransferase (CDS_0032)

33

uvig_87625 20919:32002(+)

28
29

30
transposase (CDS_0031)

DNA methyltransferase (CDS_0032)

AbiD__AbiD (CDS_0033)

MGV-GENOME-0269352 21175:31714(+)

28
29

30
transposase (CDS_0031)

AbiD__AbiD (CDS_0032)

MGV-GENOME-0269082 20919:29698(+)

CDS_0028
CDS_0029

AbiD__AbiD (CDS_0030)

IMGVR_UViG_3300045988_059633|3300045988|Ga0495776_071048 21256:33903(+)

28
29

30
transposase (CDS_0031)

Siderophore-dependent iron uptake system (VF0738) (CDS_0032)

33 34

uvig_149445 21214:34094(+)

28
29

30
transposase (CDS_0031)

32

DNA topoisomerase II (CDS_0033)

Acylhomoserine lactone synthase (VF0907) (CDS_0034)

uvig_443161_ 20999:31410(+)

28
29

30
transposase (CDS_0031)

32
DNA methyltransferase (CDS_0037)

Druantia_II__DruM (CDS_0038)

MGV-GENOME-0264001 20957:31776(+)

28
29

30
transposase (CDS_0031)

32 34

IMGVR_UViG_3300045988_062237|3300045988|Ga0495776_179536 18832:29381(+)

26
27

28
transposase (CDS_0029)

30

MGV-GENOME-0271581 21197:31330(+)

28
29

30
transposase (CDS_0031)

32

IMGVR_UViG_3300045988_024019|3300045988|Ga0495776_170975 20999:31231(+)

28
29

30
transposase (CDS_0031)

32

MGV-GENOME-0282030 21172:34532(+)

28
29

30

transposase (CDS_0031)
integrase (CDS_0032)

excisionase (CDS_0033)
34 35 transcriptional regulator (CDS_0036)

uvig_459350_ 21204:38691(+)

28
29

30
transposase (CDS_0031)

32 33
thioredoxin domain (CDS_0034)

35 36 37

IMGVR_UViG_3300045988_050155|3300045988|Ga0495776_175902 20999:30688(+)

CDS_0028
peptidase (CDS_0029)

IMGVR_UViG_3300045988_048962|3300045988|Ga0495776_187626|159-37520 21000:29268(+)

CDS_0028
CDS_0029

IMGVR_UViG_3300029583_000306|3300029583|Ga0245123_100005|349882-390869 21256:33029(+)

CDS_0028 CDS_0029 CDS_0034

IMGVR_UViG_3300045988_044594|3300045988|Ga0495776_044696 21256:29225(+)

CDS_0028
CDS_0029

IMGVR_UViG_3300045988_047642|3300045988|Ga0495776_085495 21359:30672(+)

CDS_0028

Retron_VI__HTH (CDS_0029)
transposase (CDS_0030)

IMGVR_UViG_3300029358_000299|3300029358|Ga0243818_1000163|65322-109827 21256:36546(+)

29 30 31

RM__Type_I_S___Type_I_S_01 (CDS_0032)
Doc-like toxin (CDS_0033)

34

IMGVR_UViG_3300029786_000337|3300029786|Ga0243817_1000045|102264-143796 21256:33573(+)

CDS_0029
Doc-like toxin (CDS_0030)

CDS_0031

IMGVR_UViG_3300029794_000498|3300029794|Ga0243854_1000863|3083-40753 21256:29712(+)

CDS_0028

uvig_24036 20781:37480(+)

28
29

30
transposase (CDS_0031)

32 33 34 35
MntABC (VF0455) (CDS_0036)

37 38

uvig_493120 21122:35293(+)

28
29

30
transposase (CDS_0031)

323334 35 36 37
helicase (CDS_0038)

ivig_3760 21263:32910(+)

28
29

30
transposase (CDS_0031)

P60 (VF0068) (CDS_0032) 39

IMGVR_UViG_2788500105_000001|2788500105|2788535395|28903-68113 21263:31831(+)

CDS_0028

CDS_0029
CDS_0030

CDS_0031

MGV-GENOME-0269214 21257:32739(+)

28
29

30
transposase (CDS_0031)

32 33

IMGVR_UViG_3300045988_121952|3300045988|Ga0495776_117489 21256:38437(+)

28
29

30
transposase (CDS_0031)

32 33 34
35

36 37

MADS__mad1 (CDS_0038)

39 40 41

MGV-GENOME-0196575 20596:27364(+)

CDS_0026
CDS_0029

CDS_0030
CDS_0031

MGV-GENOME-0258883 20598:28037(+)

CDS_0026

MGV-GENOME-0288179 20597:28596(+)

CDS_0026

IMGVR_UViG_3300045988_045915|3300045988|Ga0495776_021067 20597:28024(+)

CDS_0026

MGV-GENOME-0248998 20597:27782(+)

CDS_0026 CDS_0033

uvig_196152 20597:28558(+)

CDS_0026

MGV-GENOME-0198821 21256:27762(+)

28
29

30
transposase (CDS_0031)

32

MGV-GENOME-0145535 3:4687(-)

transposase (CDS_0001)

CDS_0002
CDS_0003

CDS_0004

MGV-GENOME-0150443 172:5280(-)

transposase (CDS_0001)

CDS_0002
CDS_0003

CDS_0004

MGV-GENOME-0262207 20319:27080(+)

CDS_0026

IMGVR_UViG_3300029708_000306|3300029708|Ga0245189_100302|47448-85040 20597:26033(+)

CDS_0026

IMGVR_UViG_3300045988_020702|3300045988|Ga0495776_128269|401-39201 20298:27243(+)

CDS_0026

MGV-GENOME-0303419 20598:25577(+)

CDS_0026

IMGVR_UViG_3300045988_013683|3300045988|Ga0495776_083688 20597:25960(+)

CDS_0026

IMGVR_UViG_3300045988_068131|3300045988|Ga0495776_132658 21269:36497(+)

29
30

31
transposase (CDS_0032)

33

transcriptional repressor (CDS_0034)

35
36

37 38 39 40

41
42

43

MGV-GENOME-0271189 21001:31714(+)

29
30

31
3233 34 37 38

39
40

IMGVR_UViG_3300045988_023990|3300045988|Ga0495776_071648 21234:31290(+)

29
30

31
3233 34

IMGVR_UViG_3300045988_100442|3300045988|Ga0495776_179410 20866:36498(+)

29
30

31
transposase (CDS_0032)

33 34 35 36 37

uvig_563083 21256:42722(+)

28
29

30
transposase (CDS_0031)

32 33
peptidase (CDS_0034)

35

hydrolase (CDS_0036)
RegX3 (VF0858) (CDS_0037)

38
HspX (VF0301) (CDS_0039)

HspX (VF0301) (CDS_0040)

41 46 47

uvig_558757 20627:38815(+)

endolysin (CDS_0023)
28

29
30

transposase (CDS_0031)
FbpABC (VF0272) (CDS_0032)

33 34
LPS (VF0124) (CDS_0035)

multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0036)

37 3839

uvig_528707 20999:48967(+)

28
29

30
transposase (CDS_0031)

32 33 34 35

Lysine synthesis (VF0815) (CDS_0036)

37 38 39
ClpE (VF0073) (CDS_0040)

41 42 43 44 Sigma L (VF0855) (CDS_0045)

uvig_555702 21000:43639(+)

29
30

31
transposase (CDS_0032)

tetracycline efflux ABC transporter Tet(46) subunit A (NF000474.1) (CDS_0033)

34
35 36 37 38

LOS (VF0326) (CDS_0039)
40 41 42 43 44 45 multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0046)

MGV-GENOME-0249521 20568:28708(+)

CDS_0027

IMGVR_UViG_3300014798_000202|3300014798|Ga0134382_1000026|38610-93326 21216:46761(+)

25
30

31

anaerobic ribonucleoside reductase large subunit (CDS_0032)

phosphoesterase (CDS_0033)
metallo-phosphoesterase (CDS_0034)

35
AbiD__AbiD (CDS_0036)

RnlAB__RnlA (CDS_0037)
RnlAB__RnlB (CDS_0038)

39 40 41
HNH endonuclease (CDS_0042)

43 44 AbiD__AbiD (CDS_0045)

MGV-GENOME-0333411 21258:44185(+)

29
30

31
transposase (CDS_0032)

33
AbiD__AbiD (CDS_0034)

RnlAB__RnlA (CDS_0035)
RnlAB__RnlB (CDS_0036)

37 38 39
HNH endonuclease (CDS_0040)

41 42 AbiD__AbiD (CDS_0043)

uvig_216201 20569:46864(+)

23
29

30
31

transposase (CDS_0032)

33 34 35

tyrosyl-tRNA synthetase (CDS_0036)

37 3839

endolysin (CDS_0040)

41
4243

Septu__PtuA (CDS_0044)

45 46 47 48

MGV-GENOME-0208224 21000:28884(+)

28
29

30
transposase (CDS_0031)

32 33 34

MGV-GENOME-0200001 21114:27973(+)

28
29

30
31 32 33 34

MGV-GENOME-0201502 21256:28238(+)

28
29

30
31 32 33 34

MGV-GENOME-0208942 21256:29557(+)

28
29

30
transposase (CDS_0031)

32

cas8b2_I-B_2 (CDS_0033)

34 35

MGV-GENOME-0208909 21079:29551(+)

28
29

30
transposase (CDS_0031)

32
33 34 35 36

MGV-GENOME-0215884 21256:30818(+)

28
29

30
transposase (CDS_0031)

transposase (CDS_0032)

33 34 35 36

MGV-GENOME-0205105 20992:28889(+)

27
28

29
30

31
32 33 34 35 36

MGV-GENOME-0225264 20999:28444(+)

28
29 30 31 32 33 34

MGV-GENOME-0195881 20425:27243(+)

CDS_0026
CDS_0029

CDS_0030
CDS_0031

CDS_0032

MGV-GENOME-0215821 20999:27283(+)

CDS_0028
CDS_0029

CDS_0030
CDS_0031

MGV-GENOME-0204480 20690:28771(+)

27
Retron_VI__HTH (CDS_0028)

29

MazF-like growth inhibitor (CDS_0030)

31 32 33 34

MGV-GENOME-0315665 36948:52188(+)

54
55

56
transposase (CDS_0057)

58

minor tail protein with lysin activity (CDS_0059)

60 61 62

ParB-like partition protein (CDS_0063)
64

65
66

6768
69

70

MGV-GENOME-0192685 16597:24451(+)

CDS_0017 CDS_0018
CDS_0019

CDS_0022

10000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function Defence Virulence AMR


