ATPase (CDS_0027)

virion structural protein (CDS_0019) CDS_0028
CDS_0017 CDS_0020 CDS_0025 ‘

CDS_0018 CDS_0021 CDS_0022 CDS_0023 CDS_0024 CDS_0026 | CDS_0029
-t -4\ _p

uvig 383950 15574:56762(+)
CDS_0022 CDS_0023

MGV-GENOME-0363201 16778:57407(+)
CDS_0024 Dda-like helicase (CDS_0025) CDS_0026

uvig 456732 16471:56954(+)
CDS_0022 CDS_0023

MGV-GENOME-0363613 15669:57483(+)

CDS_0024 exonuclease V (CDS_0025) CDS_0026
T N R _—
IMGVR_UViG_3300029377_000002|3300029377|Ga0243903_1000163 16471:57115(+)
CDS_0023
CDS_0022 Dda-like helicase (CDS_0024) CDS_0025

uvig 84707 15681: 57351(+)
CDS_0022 CDS_0023 CDS_0024

S ——— A W —
IMGVR UViG_3300045988_015843|3300045988|Ga0495776_011937 16767:59422(+)

DarB-like antirestriction (CDS_0024) CDS_0025 CDS_0026

uvig_152495_ 16365:57057(+)
CDS_0022 DarB-like antirestriction (CDS_0023) CDS_0024

T ———————— N —
MGV GENOME-0361198 15538: 53809( )

CDS_0017 CDS_0022 CDS_0023

SAMNO3418272_al _ct22417_vs1 16700:34984(+)
CDsS_0024 CDsS_0025 CDS_0026

e ————————————
MGV-GENOME-0365799 16365:57057(+)

CDS_0021
€DS_0022 CDS_0023 CDS_0024

I S I
\MGVR UViG_3300045988 023875|3300045988\630495776 000776 15722:55813(+)

CDS_0023
DarB-like antirestriction (CDS_0022) T CDS_0024 CDS_0025

MGV-GENOME-0363563 14412:53355(+)
24 DarB-like antirestriction (CDS_0025) 26 27 28

MGV-GENOME-0363272 17700:57486(+)

CDsS_0022 DarB-like antirestriction (CDS_0025) CDS_0026 CDS_0027 CDS_0028
e — e — e —
uvig 443210_ 18511:58186(+)
CDS_0024 CDS_0025 CDS_0026 CDS_0027

O
IMGVR_UViG_3300029435_000002|3300029435|Ga0243745_1000129 18634:58254(+)

virion structural protein (CDS_0019)
CDS_0014 virion structural protein (CDS_0020)
]cDs_0015 | CDS_0023 CDS_0024

uvig_573532 14070:56735(+)

10000 nt i

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other unknown function
N N



