tail fiber protein (CDS_0026) integrase (CDS_0032)

tail protein (CDS_0028)
tail protein (CDS_0029) 34 36 39
| 3031 | 33/ 35 3738[40 41 42 43 4445
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host range and adsorption protein (CDS_0033)
34 39
31 3536 3738] 40 44
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MGV-GENOME-0281002 23199:38826(+)

endolysin (£D5_0035)
integrase (CDS_0036)

tail protein (CDS_0033) 37 39
34 3¢ 404142 43
MGV-GENOME-0269710 22433:37909(+)
endolysin (CDS_0034)
integrase (CDS_0035)

tail protein (CDS_0032)
33

§+

363738

§+
|

MGV-GENOME-0269276 22432:37826(+)

host range and adsorption protein (CDS_0032)
csx27_VI-B_1(CDS_0037)
amidase (CDS_0034)
integrase (CDS_0035)

33 | 3 | 38 3940

MGV-GENOME-0321182 22432:39399(+)
integrase (CDS_0036)

34
tail protein (CDS_0033) | 35 37 38
MGV-GENOME-0275244 23199:38967(+)
CDS_0034
tail protein (CDS_0033) T integrase (CDS_0036)
[ CDS_0035]

MGV-GENOME-0265708 23199:37151(+)
CDS_0033

MGV-GENOME-0239653 23199:32869(+)
CDS_0033

MGV-GENOME-0239484 23198:32843(+)
CDsS_0033

MGV-GENOME-0240426 23199:32981(+)
CDS_0033

MGV-GENOME-0240168 23199:32943(+)
tail fiber protein (CDS_0033)

MGV-GENOME-0243373 23199:33396(+)
tail fiber protein (CDS_0031)

MGV-GENOME-0236963 22086:32393(+)

host range and adsorption protein (CDS_0033)
integrase (CDS_0036)

34
T35 37 38 3940 43 44
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:

MGV-GENOME-0282443 23199:41367(+)

CDS_0030
CDS_0029 | CDS_0031
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MGV-GENOME-0306281 22218:32423(+)
tail protein (CDS_0029)
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nucleoside deoxyribosyltransferase (CDS_0034)
35
32 33 | [3637

!—4

MGV-GENOME-0248859 22754:34244(+)

32
29 30317 33

MGV-GENOME-0300809 22218:33878(+)

integrase (CDS_0032)
tail protein (CDS_0029)
3031 33 34

lﬁ

MGV-GENOME-0268517 22218:37683(+)

amidase (CDS_0031)
tail protein (CDS_0029) integrase (CDS_0032)
[ CcDs.0030 |

MGV-GENOME-0256751 22218:35575(+)

integrase (CDS_0032)
29 3031 33

!ﬁ

MGV-GENOME-0291563 22218:35416(+)

anti-Thoeris (APIS045) (CDS_0037)
DNA methyltransferase (CDS_0038)
amidase (CDS_0030) 33 40
tail protein (CDS_0028)29 | 31 32 34 35 36 39741 42

!A

| MGVR?UVinSSOOO295327OOO170|3300(59532\Ga02449027100382| 1746-44525_20443:41 128(+)

host range and adsorption protein (CDS_0033)
integrase (CDS_0036)

34 44
27 31 135 37 38 3940 41 42 43 45

%
%

IMGVR_UViG_3300045988_164794|3300045988|Ga0495776_137675 20647:43056(+)

tail protein (CDS_0033)
integrase (CDS_0036)
CDS_0034
tail length tape measure protein (CDS_0026) CDS_0031 | cBs_0035

{
%

MGV-GENOME-0261626 17173:34360(+)

AbiD_AbiD (CDS_0032)
CDS_0031

MGV-GENOME-0235447 16826:32098(+)

45
34 36 38 4244 47
323335 [37 39 40 4143[44 4849 50

IMGVR_UViG_7000000459_000015|7000000459|SRS012902_Baylor_scaffold_5399 22433:40593(+)

host range and adsorption protein (CDS_0032) 44
34 36 38 4143 46
33135 [37 39 4042[45 474849

i%

IMGVR_UViG_3300045988_169697|3300045988|Ga0495776_056181 22432:41173(+)

40
33 3739 42
32 [34 3638[41] 434445

w
w

MGV-GENOME-0305149 22432:38824(+)

39
33 3638 41
32] 34 3537[40] 4243 44

MGV-GENOME-0271791 22085:38327(+)

host range and adsorption protein (CDS_0032)
integrase (CDS_0035) 47
endolysin (CDS_0034) 37 39 41 44 46 49
8[| 36 [38 [ad 42 434548 505152

iﬂ

|MGVR?UVinSBOOO459887175689|33OOO45%8\Ga04957767171057 22086:44683(+)

amidase (CDS_0034) 47
tail protein (CDS_0032) 37 39 41 4Y4 4(; 49
33| 35 36[38[4f 42 4345[4g 505152

i+

IMGVR_UViG_3300045988_175 128|3300045%8\Ga04957767136460 22432:44747(+)

host range and adsorption protein (CDS_0032)

integrase (CDS_0035) 48
endolysin (CDS_0034) 37 39 41 4547 50

33[ | 3638 [aq 42 43 444649 515253

:%

IMGVR_UVIG_3300045988_175852|3300045%8\Ga0495776_136420 22433:44718(+)

amidase (CDS_0030) 39
33 3638 41
tail protein (CDS_0028)29 | 31 32] 34 3537[ 40 4243 44

|MGVR?UVIGJSOOOOOZ‘?17000134|3300@291\ EM293_1000994(14909-58187 21401:40966(+)

host range and adsorption protein (CDS_0033)
integrase (CDS_0036) 44
endolysin (CDS_0035) 38 4143 46
ul | 37 39 4042[45] 4748 49

iﬂ

IMGVR?UVinSSOOO459887173341|3300045%8 |Ga0495776_188800 22431:43006(+)

host range and adsorption protein (CDS_0032) 46
34 37 40 4345 48
33 35 3438 39] 41 4244147 495051

i{

IMGVR_UViG_3300045988_163335|3300045988|Ga0495776_165557 22432:44372(+)

transcriptional regulator (CDS_0035)
40 44
tail protein (CDS_0033) 4143 46
34| 36 37 3839[[42] 45 474849

%

MGV-GENOME-0274584 22084:38842(+)

nucleoside deoxyribosyltransferase (CDS_0045)
35 37 39 43 |46
33 3436 [38l40 41 4744 [4748

!44

IMGVR_UViG_3300045988_176053|3300045988|Ga0495776_112759 22756:40220(+)

nucleoside deoxyribosyltransferase (CDS_0043)
34 36 38 41 |44
32 3335 [37 39 40 42| 4546

!H

IMGVR_UViG_3300045988_175883|3300045988|Ga0495776_112754 22754:40219(+)

nucleoside deoxyribosyltransferase (CDS_0039)
33 37 |40
3234 35 3¢ 38| T4142

i%

MGV-GENOME-0301242 22754:38152(+)

nucleoside deoxyribosyltransferase (CDS_0041)
34 36 39 |42
tail fiber protein (CDS_0032) 33 [35] 37 38[ 40| 4344

i%

IMGVR_UViG_3300035645_000273|3300035645|Ga0134409_00080[46517-88686 22754:39857(+)

nucleoside deoxyribosyltransferase (CDS_0041)
34 36 39 |42
32 33 [35] 37 38/ 40| 4344

!44

IMGVR_UViG_3300014555_000142|3300014555|Ga0134422_100022[165557-207063 22754:39194(+)

nucleoside deoxyribosyltransferase (CDS_0041)
34 36 39 [42
tail fiber protein (CDS_0032) 33 [35] 37 38/ 40| [4344

!%

IMGVR_UViG_3300029007_000086|3300029007|Ga0169678_100031]120305-162307 22755:39690(+)

nucleoside deoxyribosyltransferase (CDS_0046)
37 39 41 44 |47 49
33 34 35 3638 40 42 43 45| [48]50

i%

MGV-GENOME-0293201 20994:42682(+)

host range and adsorption protein (CDS_0032)
integrase (CDS_0035) nucleoside deoxyribosyltransferase (CDS_0046)
33 37 39 41 44 |47
T34 36 ]38 40 42 43 45 | [4849

i%
:

IMGVR_UViG_3300045988_177299|3300045988|Ga0495776_117219 22754:44033(+)
integrase (CDS_0036) nucleoside deoxyribosyltransferase (CDS_0047)

34 38 40 42 45 |48
host range and adsorption protein (CDS_0033) | 35 37139 a1 43 44] 46| 149 50

i%

MGV-GENOME-0299281 20647:44121(+)
integrase (CDS_0036) nucleoside deoxyribosyltransferase (CDS_0047)

34 38 40 42 45 148
host range and adsorption protein (CDS_0033) | 35 37139 a1 43 44] 46| 14950 54

;H

IMGVR_UViG_3300045988_173199|3300045988|Ga0495776_117344 20647:45071(+)

integrase (CDS_0032)
tail protein (CDS_0029) 35 37 39 42 44
3031 3334136 [3g 40 41] 43 ] 45

!+
:

IMGVR_UViG_3300045988_173537|3300045988|Ga0495776_185686 22218:43350(+)

integrase (CDS_0032)
tail protein (CDS_0029) 35 37 39 42 44
3031 33 34136 [38 40 4i[ 437 45

l+
:

MGV-GENOME-0313921 22218:44434(+)

integrase (CDS_0035)
endolysin (CDS_0034) 38 42 44
tail protein (CDS_ 0032)33 | | 3637 [39 40 41] 437 45

IMGVR_UViG_3300045988_170245|3300045988| GaO4957%7179652 19815:42219(+)

31 33 35 38 40
29 303234 3 373941

IMGVR_UViG_3300045988_176630|3300045988|Ga0495776_070699 22218:39376(+)

31 33 36 38
29 30 [32 34 35] 37 [ 39

IMGVR_UViG_3300029556_000130|3300029556|Ga0244975_100111[1-40724 22218:38411(+)

33 35 37 39 41
2930 31 3234 [34 38 T407T4243

IMGVR_UViG_3300029496_000215|3300029496|Ga0244086_100128|34030-75785 16060:39443(+)

31 33 35 37 39
2930 [32 [34 36 138714041

MGV-GENOME-0265829 16060:37166(+)

36 38 40 42 44
23 28 29 30 31 32 33 34 35[37 [39 41 4374546

IMGVR_UViG_3300029028_000139|3300029028|Ga0169666_100186[10647-59515 15444:46556(+)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0032)
37 39 41 43 45
31 | 3334 35 36[38 [40 42 444647

!H

IMGVR_UViG_2634166432_000003|2634166432|2634539981|3-44943 22086:42628(+)

35 37 39 41 43
3132 33 34136 [3§ 40 [42]4445

IMGVR_UViG_3300029453_000127|3300029453]|Ga0244150_100160[34199-77881 22086:41370(+)

host range and adsorption protein (CDS_0031) 34 36 38 40 42
32 3373537 39 T41]4344

i#

IMGVR_UViG_3300045988_167947|3300045988|Ga0495776_185101 22086:41305(+)

host range and adsorption protein (CDS_0030)
endolysin (&DS_OO32)
integrase (CDS_0033) 36 38 40 42 44

31| 34 35737 [39 41 T43]4546

IMGVR_UViG_3300045988_166355|3300&5988\Ga0495776_186658 20603:42455(+)

host range and adsorption protein (CDS_0031)
integrase (CDS_0034)
endolysin (CDS_0033) 36 38 40 42 44
| 32 35137 [39 41 T43]4546

iﬂ

|MGVR?UVinS3OOO459887169438|3300045?38\Ga04957767137956 22080:43188(+)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0039)
amidase (CDS_0033)
integrase (CDS_0034)
host range and adsorption protein (CDS_0031) 35 37 44 46 48 50 52
32 | T36[38 | 4041 42 43745 [47 49 T51]5354

i#

MGV-GENOME-0322065 22086:47358(+)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0036)
tail fiber protein (CDS_0032)
34 41 43 45 47 49
33[35 | 3738 39 4042 [44 46 T4875051

—]
5

IMGVR_UViG_3300045988_173182|3300045988|Ga0495776_117566 22076:44268(+)

host range and adsorption protein (CDS_0031)
33 36 38
32 [34 35 137713940

!%

MGV-GENOME-0315846 22086:39015(+)

host range and adsorption protein (CDS_0031)
33 35 37
32 34 T36 73839

!ﬂ

MGV-GENOME-0312852 22086:38468(+)

host range and adsorption protein (CDS_0033) pyrophosphatase (CDS_0052)
integrase (CDS_0036) 50
34 41 43 45 48 51 54 57
T35 37 38 3940 [42 [a4 46 47491 | 53]5556 [ 58 59
MDD D-@HE T ) -@D- DO SN IED-D-DD-E- DD

MGV-GENOME-0316544 22852:50264(+)
pyrophosphatase (CDS_0049)
47

amidase (CDS_0035) 38 40 42 45 48| 51 54
tail protein (CDS_0033)34 | 36 37739 [41] 43 44 46 | 50]5253 [ 55 56

IH

|MG\/R_U\/iG_3300029828_OOO301|3300029828-\(330244885_100327| 14869-65166 23199:47994(+)
pyrophosphatase (CDS_0053)

amidase (CDS_0036) 51
tail protein (CDS_0034) 42 44 46 49 52| 55 58
tail fiber protein (CDS_0033) 35| 37 38 394041 |43 [43 47 4850 | 54[5657 [ 59 60

IMGVR?UVi6733000297347000282|3SOOO2973T\GaOZ45 168_100371]25501-77881 23199:50074(+)

pyrophosphatase (CDS_0047)
45
36 38 40 43 46 49 52
34 35 [37 39 41 42447 | 48[5051 [ 53 54

i%

MGV-GENOME-0299761 23201:44256(+)

tail length tape measure protein (CDS_0025)
CDS_0027
CDS_0026 | CDS_0031

5%

MGV-GENOME-0227163 16032:30463(+)
10000 nt 1
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