HTH DNA binding protein (CDS_0020)
DNA primase (CDS_0014) 15 16 17 18 19 21 2223 24 25 26 27 28 29
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IMGVR_UViG_2558309082_000005/2558309082|2558315332|6076117-6112839 8932:21797(+)
HTH DNA binding protein (CDS_0013) 14 15 16 17 18 19 tail protein (CDS_0023)

IMGVR_UViG_2571042380_000003|2571042380/2571109968|840444-875481 6003:20643(+)

HTH DNA binding protein (CDS_0022)
23 2425 26
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TemPhD_cluster_61667 13448:24996(+)

HTH DNA binding protein (CDS_0019)
20 2122 23

|
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TemPhD_cluster_28131 11425:23922(+)

HTH DNA binding protein (CDS_0019)
20 2122 23

!%

TemPhD_cluster_51240 11322:22356(+)

HTH DNA binding protein (CDS_0018)
19 2021 22
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IMGVR_UViG_2645727567_000005|264572756712645736531|6271668-6307600 9597:21465(+)
HTH DNA binding protein (CDS_0015) 16 17 18 19 20 21

TemPhD_cluster_62045 8504:22074(+)

HTH DNA binding protein (CDS_0018)
19 2021 22 23 SoFic_SoFic (CDS_0024)

!%

TemPhD_cluster_21239 8170:21129(+)

HTH DNA binding protein (CDS_0019) transposase (CDS_0025)
20 2122 23 24 26  RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0027)

#
|

IMGVR_UViG_2945748529_000005|294574852912945748529|6326725-6365179 10303:25075(+)

HTH DNA binding protein (CDS_0016)
17 18 19 20 21 RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0022)

%H

IMGVR_UViG_2908469069_000001|2908469069/2908469069|573688-608104 7504:21037(+)

HTH DNA binding protein (CDS_0017)
CDS_0019
CDS QOIB CDS_0020

z—i

IMGVR_UViG_2870695665_000006|2870695665]2870695665|6334669-6368361 7969:19842(+)

HTH DNA binding protein (CDS_0014)
CDS_0016
CDS_0012 CDSQOIS CDS_0017

z—i

IMGVR_UViG_2654587793 000003|2654587793|2654606674|49333-82439 6410:18712(+)

HTH DNA binding protein (CDS_0014)
CDS_0016
CDS_0015 CDS_0017
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IMGVR_UViG_2824570060_000004|2824570060|2824570066|147944-181056 6416:18716(+)

HTH DNA binding protein (CDS_0015)
CDS_0016
T CDS 0017 CDS_0018
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Y13918.1 9113:21044(+)

HTH DNA binding protein (CDS_0019)
20 21 22 23 24
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TemPhD_cluster_30418 10805:23040(+)

HTH DNA binding protein (CDS_0019)
CDS_0021
CDS_0020 CDS_0022

!%

TemPhD_cluster_51229 11322:22375(+)

HTH DNA binding protein (CDS_0015)
16 17 18 19
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IMGVR_UViG_2687453452_000003|2687453452|2687454091|2903362-2938940 7396:20166(+)

RM_Type_ll_Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0018)
CDS_0016 CDS_0017 CDS_0019

TemPhD_cluster_43403 9226:22701(+)

Dnd_DndB (CDS_0021)
CDS_0020
CDS 0019 | CDS_0022

%ﬁ

TemPhD_cluster_43412 9540:23120(+)

CDS_0017 Dnd_DndB (CDS_0019)
| cps o018 CDS_0020

IMGVR_UViG_2870695665_000005|2870695665]2870695665|5203792-5238731 8002:21004(+)

PD-Lambda-5_PD-Lambda-5_A (CDS_0020)
CDS_0019
CDS.0018 | PD-Lambda-5_PD-Lambda-5_B (CDS_0021)

i#

1 A
TemPhD_cluster_43331 9481:22172(+)

PD-Lambda-5_PD-Lambda-5_A (CDS_0020)
CDS_0019
CDS 0018 | PD-Lambda-5_PD-Lambda-5_B (CDS_0021)

%ﬁ

—— —
TemPhD_cluster_28060 11024:23878(+)

PD-Lambda-5__PD-Lambda-5_A (CDS_0021)
CDS_0019
~ CDS_0020 PD-Lambda-5__PD-Lambda-5_B (CDS_0022)

!*

TemPhD_cluster_43279 9541:22460(+)

PD-Lambda-5__PD-Lambda-5_A (CDS_0019)
CDS_0017
“CDS_0018 PD-Lambda-5_ PD-Lambda-5_B (CDS_0020)

{#

TemPhD_cluster_28178 9781:22589(+)
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TemPhD_cluster_30456 9458:22229(+)

transcriptional repressor (CDS_0020)
19 21 22 23

TemPhD_cluster_37501_ 9458:22229(+)

transcriptional repressor (CDS_0019)
18 20 21 22

N
w

TemPhD_cluster_28155 10074:22720(+)

nucleoid associated protein (CDS_0021)
18 19 20 22

TemPhD_cluster_50918 10012:23187(+)

transcriptional repressor (CDS_0016)
nucleoid associated protein (CDS_0019)
15 17 18 20
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IMGVR_UViG_2571042564_000003|2571042564|2571128097|1074914-1109869 8073:21341(+)

nucleoid associated protein (CDS_0021)
18 19 20 22

IMGVR_UViG_2700989435_000008|2700989435|2701058823|18578-52768 7882:21050(+)

transcriptional repressor (CDS_0018)
17 19 20 21 22 23

TemPhD_cluster_22816 10093:23361(+)

15 16 17 18 19 20 21

TemPhD_cluster_51153 8504:21820(+)

15 16 17 18 19 20

TemPhD_cluster_43360 8604:21993(+)

15 16 17 18 19 20

IMGVR_UViG_2568526231_000003|2568526231|2568558169|282704-317773 7052:20912(+)

CDS_0022
"CDS_.0023 CDS_0024 CDS_0025

IMGVR_UViG_2579779087_000004|2579779087|2579851719|480945-518399 11779:23530(+)
15 16 17 18 19 20

TemPhD_cluster_61594 9811:23485(+)

21 22 23 24 SoFic_SoFic (CDS_0025)

TemPhD_cluster_61960 11364:23601(+)

CDS_0018
CDS_0012 T CDS_0020
DNA primase (CDS_0013) CDS_OOlﬂ CDS_0021
IMGVR_UViG_2558309079_000006|2558309079|2558315329(6224249-6259143 8890:21041(+)
CDS_0015
CDS_0017

CDS_0016 CDS_0018

NC_055793.1 9114:20876(+)

CDS_0022
CDS_0023
CDS_0021 | CDS_0024

TemPhD_cluster_37499_ 10726:22895(+)

CDS_0019
CDS_0021
DS_0020] CDS_0022

IMGVR_UViG_2510461036_000010|2510461036|2510476994(4221-38772 9242:21981(+)

CDS_0017
CDS_0019
CDS_0014 DS 0018] CDS_0020

IMGVR_UViIG_2734482399_000013|2734482399|2734634636|59348-92115 7060:20197(+)

5000 nt 1
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