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transposase (CDS_0048)
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42 48 partition protein (CDS_0071)
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49 46 partition protein (CDS_0071)
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RM_Type_lll_Type_lll_MTases__Type_lll_MTases_FAM_0 (CDS_0056) radical SAM domain-containing protein (CDS_0070)
radical SAM domain-containi@arotein (CDS_0069)
DISARM__drmC (CDS_0060)
glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0053) endonuclease (CDS_0061)
42RM _Type_|l_Type_Il_MTases_ _Type_Il_MTases_FAM_0 (CDS_0054) DISARM__drmB (CDS$_0059)
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