CDS_0009 CDS_0012 CDS_0015

CDS_0008 I CDS_0014 CDS_0017
CDS_0005 DarB-like antirestriction (CDS_0006) CDS 0007 |CDS 0010 CDS 0011 C€DS 0013 |CDS.0016 | CDS 0018
SRR7892432_NODE_4_length_36932_cov_31.186268 5558:36409(+)
CDS_0011
DarB-like antirestriction (CDS_0005) CDS_0009 CDS_0010 T tail fiber protein (CDS_0012)

MGV-GENOME-0238304 5072:34436(+)
CDS_0009 CDS_0010

MGV-GENOME-0219720 5082:30945(+)

ABC transporter (CDS_0010)
12
ng@ 14 15 16 tail fiber protein (CDS_0017)

!

MGV-GENOME-0266075 5706:38996(+)

CDS_OOlOT tail fiber protein (CDS_0012)
CDS_001

l#

MGV-GENOME-0277406 5732:33480(+)

CDS 0011
CDS 0010 | tail fiber protein (CDS_0012)

MGV-GENOME-0278488 5775:35566(+)

CDS_0011
CDS_0010 T tail fiber protein (CDS_0012)

MGV-GENOME-0282097 5768:35747(+)

ABC transporter (CDS_0010) CDS_0012
CDS_0011 tail fiber protein (CDS_0013)

MGV-GENOME-0238140 5692:34401(+)
10 11 12 183 tail fiber protein (CDS_0014)

SAMNO00792017_b1_ct2_vs2 5794:35829(+)

CDS_0011
CDS_0010 T tail fiber protein (CDS_0012)

MGV-GENOME-0275713 5707:33245(+)

CDS_0011
CDS_0010 T tail fiber protein (CDS_0012)

MGV-GENOME-0246195 5705:35600(+)

tail fiber protein (CDS_0013)
ABC transporter (CDS_0010) CDS_0012
CDbs_0011 |

|

MGV-GENOME-0237152 5781:34216(+)
CDS_0010

MGV-GENOME-4406719 5735:31991(+)
CDS_0010

MGV-GENOME-0259558 5688:33387(+)
CDS_0010

MGV-GENOME-0220390 5728:31092(+)
CDS_0010

MGV-GENOME-0226150 5735:32070(+)
CDS_0010

MGV-GENOME-0260094 5674:32105(+)
CDS_0010

MGV-GENOME-0226427 5779:32120(+)
CDS_0010

MGV-GENOME-0230729 5771:32935(+)
CDS_0010 CDS_0011

MGV-GENOME-0225961 5782:32040(+)
CDS_0010

MGV-GENOME-0227624 5795:32335(+)

ABC transporter (CDS_0010)
tail fiber protein (CDS_0011)

!%

MGV-GENOME-0232868 5728:33359(+)
tail fiber protein (CDS_0010)

MGV-GENOME-0265919 5706:32408(+)
ABC transporter (CDS_0011) tail fiber protein (CDS_0012)

MGV-GENOME-0231088 7378:33021(+)
ABC transporter (CDS_0011) tail fiber protein (CDS_0012)

MGV-GENOME-0232993 7378:33397(+)

CDS_0010
cbs_0011 CDS_ 0012

MGV-GENOME-0243246 5777:35165(+)

CDS_0011
CDS 0010 | CDS 0012

MGV-GENOME-0240629 5738:34788(+)

CDS_0012
CDs 0011
CDS_0010 | CDS 0013

MGV-GENOME-0233353 5728:33450(+)

ABC transporter (CDS_0010)
111213 14

!4

MGV-GENOME-0251527 5722:36436(+)
CDS_0009 CDS_0010 CDS_0012

MGV-GENOME-0233488 5738:33479(+)
CDS_0012

MGV-GENOME-0225159 5780:31900(+)
CDS_0011 CDS_0013

MGV-GENOME-0252316 22273:32414(+)

CDS_0014
CDS.0011  CDS 0013 | CDS 0015

MGV-GENOME-0262186 21894:34081(+)
ABC-F type ribosomal protection protein OptrA (NFO00514.1) (CDS_0010) 11 12 13 14 15

SAMEA3951758 b1 ctl vs2 5781:36161(+)

10
T1112 13 14 1516

MGV-GENOME-0261270 5732:38149(+)
10 11 12 1314

MGV-GENOME-0257183 5765:37437(+)
1012 13 14 1516
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9 10 11 12 1314
MGV-GENOME-0256512 5083:37327(+)
CDS_0012
] CDS_0013

CDS_0010 CDS_0011

MGV-GENOME-0248089 5775:35903(+)

tail fiber protein (CDS_0011) CDS_0017
CDS_0010 CDS_0015 |

MGV-GENOME-0224045 5607:32229(+)
tail fiber protein (CDS_0010)

MGV-GENOME-0223480 5607:32136(+)

CDS_0011
DarB-like antirestriction (CDS_0005) CDS_0010 CDS_0012
MGV-GENOME-0239728 5161:34635(+)
CDS_0011
CDS_0010 CDS_0012
MGV-GENOME-0255394 5161:34281(+)
CDS_0011
CDS 0010 | CDS_ 0012
MGV-GENOME-0240668 5045:34781(+)
DarB-like antirestriction (CDS_0005) CDS 0010  CDS_0011
MGV-GENOME-0241784 5064:34945(+)
CDS_0010
MGV-GENOME-0232430 5077:33271(+)
11 13 15
T2 14 T16

MGV-GENOME-0261255 5781:37715(+)

12 14
1011] 13 [15

MGV-GENOME-0254937 5738:37054(+)
DNA methyltransferase (CDS_0011)

13
10 |12] 14 T16

l%

MGV-GENOME-0266740 5772:39128(+)

DNA methyltransferase (CDS_0010) 12 14
11 13 T15

|%

MGV-GENOME-0262595 5772:38386(+)

10 12
97T 11 T13

MGV-GENOME-0240527 5086:34777(+)

DNA methyltransferase (CDS_0010) 12 14
T 13 T15

MGV-GENOME-0277933 5076:36797(+)

10000 nt 1
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