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IMGVR_UViG_3300029458_000042|3300029458|Ga0244161_100443 16213:28430(+)
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19 20 21 22 23 24 25 26 27 31 33

IMGVR_UViG_2576861300_000005|2576861300|2576881918|1773-39297 16170:29328(+)
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DNA, RNA and nucleotide metabolism lysis other tail unknown function Defence AMR


