holin (CDS_0004)

CDS_0003 CDS_0006

tail protein (CDS_0008)

CDS_0001 CDS_0002 ‘ endolysin (CDS_OOOg) CDS_0007
SRS144237_al_ct17359_vs1 3:8077(+)
CDS_0018 CDS_0017
SRS043729 _al_ct2660 vs01 10655:17598(-)
tail protein (CDS_0035)
CDS_0037 CDS_0034

CDS_0033CDS_0032

K KX KK

K KK

IMGVR_UViG_3300007348_000005|3300007348|Ga0104342_100096 28044:40209(-)

CDS_0031

tail length tape measure protein (CDS_0026)

I oy

K |

SRS077857_al_ct291 20853:32474(-)
CDS_0021

K KK

MGV-GENOME-0292203 9813:21224(-)

CDS_0015

O KK

SRS017304 a1 ct14273 vs1 7370:18783(-)
CDS_0008 CDS_0010

&K KX

SRS147076_al_ct254 vs1 6697:18548(+)
CDS_0037 CDS_0036  CDS_0035

CDS_0031

K ——C KK

KK

SRS143094 _al_ct13666_vs1 21656:38008(-)
CDS_0005

K (X

SRS016139_al_ct4452 vs1 347:11799(+)

CDS_0005

K KK

SRS077022_a1_ct26745_vs1 365:11965(+)

exonuclease (CDS_0040)
CDS_0038

CDS_0039

CDS_0037

CDS_0032

| X X C KK

KK

SRS016063_a1_ct1905 23087:40152(-)

CDS_0028

| X KX C KK

KX

SRS053895_a1_ct9330_vs1 16942:33379(-)

CDS_0031

| X K O

(X

MGV-GENOME-0321413 20433:37279(-)

CDS_0036

CDS_0030

| X CK C K

<4

SRS022281 a1l ct11388 vs1 21203:38197(-)

CDS_0025

| ~ C X C KKK

(X

SRS019798_a1_ct6345_vs01 17942:35089(-)
CDS_0029

CDS_0024

| K KK C I

(X

SRS143068_a1 ct27189 vs1 16254:32773(-)

CDS_0020

| X CK C KKK

KX

SRS149286_al_ct21187_vs01 14130:31152(-)

CDS_0023

CDS_0015

aH X CK —E3<

(X

SRS142527_al ct22926_vsO1 6745:24224(-)

CDS_0025

CDS_0031 CDS_0024

X KK C KK

KK K1d

IMGVR_UViG_3300045988_138309|3300045988|Ga0495776_003329 20981:382

DNA methyltransferase (CDS_0040)
CDS_0038

11()

CDS_0034

CDS_0039
\ !

C KKK

KK

SRS104653 a1 _ct28902_vs01 22800:39059(-)

CDS_0034

| KKK (X

SAMEA2737935 b1 ctl 22159:37674(-)
CDS_0018

K KK

SRS142531 al ct7751 vs1 11017:22497(-)

CDS_0045

CDS_0039

XK KKK KX

MGV-GENOME-0325613 24015:39633(-)
CDS_0030

CDS_0023

@CH KK

KX

MGV-GENOME-0308671 16150:32569(-)
CDS_0

030 tail length tape measure protein (CDS_0025)

aH I KK

IX

K K@

MGV-GENOME-0316152 19914:36600(-)

CDS_0033

tail protein (CDS_0031) CDS_0025

| KKK (K

KK NS

IMGVR_UVIG_3300045988_100476|3300045988|Ga0495776_113331 21866:384
CDS_0029

176)
CDS_0023

| C KK K

K-

MGV-GENOME-0317493 19383:35539(-)

CDS_0033 tail protein (CDS_0031)

K KK S

MGV-GENOME-0324408 21513:34173(-)

tail protein (CDS_0029)

I KK KK

MGV-GENOME-0325309 20564:33100(-)

f 6000 nt i

DNA, RNA and nucleotide metabolism lysis other tail unknown function



