holin (CDS_0035) exonuclease (CDS_0039)

endolysin (CDS_0034) DNA polymerase (CDS_0042)
CDS_0033 CDS_0036 CDS_0040 CDS_0043 CDS_0045
CDS.0032 | | "CDS_0037CDS_0038 CDS_0041 "] CDs.0044 | CDS.0046  CDS_0047
MGV-GENOME-0321983 29915:47409(+)
CDS_0040

IMGVR_UViG_3300045988_100476|3300045988|Ga0495776_113331 29870:47365(+)

DNA methyltransferase (CDS_0040)
CDS_0032 CDS_0034 CDS_0038 CDS_0039 CDS_0042

oy b, DO XEEET—DH HO— DT

SRS104653_a1_ct28902_vsO1 28964:47904(+)

CDS_0042
CDS_0039 CDS_0040 T CDS_0043

oD T @D -D—DIob

MGV-GENOME-0324408 31590:48839(+)

exonuclease (CDS_0036)
28 32 B3] 34 35 37

Iy by BT TOI@E{oh{ — DD

MGV-GENOME-0322352 26622:47310(+)

CDS_0047
CDS_0039 CDS 0043 CDS. 0044 CDS. 0045 | CDS_0048 CDS_0052

[ ) -0 oEELPbL  >{ —D

MGV-GENOME-0325613 30122:46307(+)

exonuclease (CDS_0040)
38 39 41 42 46

Iy Y D D D A DA D

SAMEA2737915_b1 _ct7 28981:48413(+)

CDS_0031
CDS 0029 CDS0030 | CDS 0032 CDS_0037
SAMNO04999342 al ct41124 vs1 21740:40873(+)
CDS_0026
CDS.0024 CDS.0025 | CDS.0027
SRS149286_al ct21187 vs01 20294:39364(+)
CDS_0020

CDS 0019 | CDS.0021

= i O O Oo——DHE )

SRS142527_al_ct22926_vsO1 12843:31900(+)

CDS_0036
CDS_0030 CDS_ 0034  CDS_0035 | cDs_0037
SRS022281 al ct11388 vs1 27367:46898(+)
37 38 39 DNA methyltransferase (CDS_0040)

5 N m H DA O———DHIETTTT

SRS075876_al _ct2684 28565:48486(+)

DNA methyltransferase (CDS_0029)
21 25 26 27 28 DNA polymerase (CDS_0032)

= 0 >-DED -DEED-E-ETTH OoO——DHE

MGV-GENOME-0292203 15911:36659(+)

CDS_0038
CDS_0027 CDS_0031 CDS_0037
MGV-GENOME-0305778 21678:40523(+)
CDS 0031 CDS_0036 CDS 0037 CDS_ 0041

OB T XD < —DIETTh

MGV-GENOME-0311361 25550:42624(+)

CDS_0030
CDS 0028 CDS 0029 | CDS 0031

= X POBDEEEDDEDETH b >H—PE)

SRS143068_a1_ct27189 vs1 22352:42521(+)

phosphodiesterase (CDS_0042)
38 39 40 41

[ N DO N ETHH o— DT

SRS044472_al_ct1448 27875:49183(+)

phosphodiesterase (CDS_0039)
35 36 37 38

[ N D 0N & HO——DiETT)

SRS077857_al_ct291 27116:48595(+)

phosphodiesterase (CDS_0037)
33 34 35 36 DNA methyltransferase (CDS_0038)

5 2 DO 0N }ETETTHD HH———DfTT)

IMGVR_UViG_3300008541_000014/3300008541|Ga0111054_100172 25952:48312(+)

phosphodiesterase (CDS_0035)
31 32 33 34

5 2 DD N D HO———DDETTT)

IMGVR_UViG_3300008408_000007|3300008408|Ga0115077_100137 27034:48576(+)

phosphodiesterase (CDS_0039)
35 36 37 38

5 2 DO D) DA oD——>DHE

IMGVR_UViG_3300006292_000010|3300006292|Ga0099622_100148 27800:48820(+)

phosphodiesterase (CDS_0038)

34 35 36 37 DNA methyltransferase (CDS_0039) 44
(I b o I V) XK HOA A—— DI
SRS074598 _al_ct3117 27922:49708(+)
tail protein (CDS_0035)
34 37 41 42 43 44 45
o by 2 I N X HOA AD—Di

IMGVR_UViG_3300007348_000005|3300007348|Ga0104342_100096 32829:56355(+)

} 9000 nt i

DNA, RNA and nucleotide metabolism lysis other tail unknown function



