
IMGVR_UViG_3300045988_170460|3300045988|Ga0495776_003091 52134:57898(+)

CDS_0077
CDS_0078

sporulation protein (CDS_0079)

CDS_0080
Dpd__QueE (CDS_0081)

CDS_0082
CDS_0083

CDS_0084

CDS_0085

CDS_0086
CDS_0087

CDS_0088
CDS_0089

CDS_0090

uvig_333973 49994:55495(+)
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CDS_0083 GTP-binding domain (CDS_0090)

MGV-GENOME-0365915 52273:59364(+)

CDS_0083 CDS_0084 CDS_0085
CDS_0086

MGV-GENOME-0362918 50065:57026(+)

CDS_0082 CDS_0086 CDS_0087 CDS_0088

MGV-GENOME-0356255 51063:57566(+)

CDS_0085 CDS_0086

MGV-GENOME-0354132 39694:45324(+)

CDS_0063

IMGVR_UViG_3300045988_152039|3300045988|Ga0495776_116554 48902:54613(+)

CDS_0082
CDS_0083

MGV-GENOME-0363615 51954:58708(+)

HNH endonuclease (CDS_0082) CDS_0086CDS_0087

SAMN10080934_a1_ct13915 53951:62744(+)

82 88 89 90 91 92 93

MGV-GENOME-0352695 51194:59939(+)

83 84 85 86 87 88

MGV-GENOME-0361472 51844:59373(+)

CDS_0084 CDS_0085
CDS_0086

CDS_0087 CBASS__QueC (CDS_0092)

3000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function Defence


