
IMGVR_UViG_3300029389_000430|3300029389|Ga0243995_1000059|46255-95594 37586:46522(+)

DNA polymerase (CDS_0054)
CDS_0055

SspBCDE__SspD (CDS_0056)
thymidylate synthase (CDS_0057)

phosphofructokinase (CDS_0058)
tRNA splicing ligase (CDS_0059)

CDS_0060
CDS_0061

nucleoside triphosphate pyrophosphohydrolase (CDS_0062)

DNA helicase (CDS_0063) CDS_0064

MGV-GENOME-0251733 25312:33542(+)

CDS_0035
CDS_0036

transcriptional regulator (CDS_0037)
CDS_0038

CDS_0039 CDS_0042
CDS_0043

CDS_0044

MGV-GENOME-0293981 33485:38733(+)

CDS_0050

SspBCDE__SspD (CDS_0051)
CDS_0054

CDS_0055

IMGVR_UViG_2788500068_000002|2788500068|2788533185|510819-553698 31178:36453(+)

CDS_0047CDS_0048

MGV-GENOME-0266103 27535:36392(+)

CDS_0039
SspBCDE__SspD (CDS_0040)

CDS_0043 CDS_0044 phosphoheptose isomerase (CDS_0048)

IMGVR_UViG_3300045988_035258|3300045988|Ga0495776_092760 32944:38217(+)

CDS_0049 CDS_0050 CDS_0053

IMGVR_UViG_3300008523_000325|3300008523|Ga0115231_1000139|29166-71938 31061:36346(+)

CDS_0045
SspBCDE__SspD (CDS_0046)

IMGVR_UViG_3300045988_039545|3300045988|Ga0495776_097457 33927:42237(+)

CDS_0053
SspBCDE__SspD (CDS_0054)

thymidylate synthase (CDS_0055)

CDS_0058

MGV-GENOME-0295883 33519:42210(+)

CDS_0051
CDS_0052

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0053)

IMGVR_UViG_3300045988_020158|3300045988|Ga0495776_138128 33519:42210(+)

CDS_0051
CDS_0052

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0053)

IMGVR_UViG_3300045988_016291|3300045988|Ga0495776_099993 33263:39320(+)

CDS_0049
CDS_0050

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0051)

IMGVR_UViG_3300045988_017413|3300045988|Ga0495776_186941 31634:37972(+)

CDS_0046
CDS_0047

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0048)

IMGVR_UViG_3300045988_048849|3300045988|Ga0495776_054088 33515:39070(+)

CDS_0053
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0054)

CDS_0055

MGV-GENOME-4415741 25419:31996(+)

CDS_0038

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0039)

CDS_0040
radical SAM domain protein (CDS_0041)

IMGVR_UViG_3300045988_013716|3300045988|Ga0495776_185015 31507:39498(+)

CDS_0043

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0044)
thymidylate synthase (CDS_0045)

CDS_0050

MGV-GENOME-0251682 24698:33629(+)

CDS_0037
CDS_0038

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0039)

CDS_0040

IMGVR_UViG_3300029509_000123|3300029509|Ga0244802_100111|50610-94177 31594:40730(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0049)
CDS_0052 CDS_0053

IMGVR_UViG_3300045988_020557|3300045988|Ga0495776_137760 33433:42567(+)

CDS_0053

TemPhD_cluster_48369 33320:38870(+)

CDS_0052
radical SAM domain protein (CDS_0053)

IMGVR_UViG_2788500450_000001|2788500450|2788569340|7357-50299 30922:36472(+)

CDS_0047
radical SAM domain protein (CDS_0048)

MGV-GENOME-0287341 31978:37252(+)

CDS_0049CDS_0050

IMGVR_UViG_3300045988_055852|3300045988|Ga0495776_148848 30105:39487(+)

CDS_0046
CDS_0047

exonuclease (CDS_0048)
CDS_0049

CDS_0050

Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0051)

CDS_0053 CDS_0054

IMGVR_UViG_3300045988_042928|3300045988|Ga0495776_098685 34418:43420(+)

CDS_0052
CDS_0053

cysH_IV-B_1 (CDS_0054)

MGV-GENOME-0284776 23500:33718(+)

CDS_0032
CDS_0033

CDS_0034 CDS_0037 CDS_0039
CDS_0040

radical SAM domain protein (CDS_0041)

IMGVR_UViG_3300045988_043797|3300045988|Ga0495776_136552 33032:39533(+)

CDS_0049CDS_0050 Dnd__DndA (CDS_0051) CDS_0054

MGV-GENOME-0296398 33236:42324(+)

CDS_0050
CDS_0051 Dnd__DndA (CDS_0052)

SAMN04571732_a1_ct16692 33305:39665(+)

CDS_0049
CDS_0050

phosphoadenosine phosphosulfate reductase (CDS_0051)

Dnd__DndA (CDS_0052)

MGV-GENOME-0261380 26175:32534(+)

CDS_0040CDS_0041 Dnd__DndA (CDS_0042)

MGV-GENOME-0284026 30486:39581(+)

CDS_0048
CDS_0049

CDS_0050
Dnd__DndA (CDS_0051)

CDS_0054

IMGVR_UViG_3300045988_012488|3300045988|Ga0495776_148884 26110:38700(+)

CDS_0037 CDS_0041
CDS_0043

CDS_0044 Dnd__DndA (CDS_0045)

MGV-GENOME-0251305 19875:30818(+)

CDS_0026 CDS_0027 CDS_0028 CDS_0029 CDS_0032 CDS_0034CDS_0035 Dnd__DndA (CDS_0036)

MGV-GENOME-0293348 32460:41620(+)

CDS_0049
CDS_0050

Dnd__DndA (CDS_0051)
CDS_0052

MGV-GENOME-0289050 26140:37253(+)

CDS_0038 CDS_0043
CDS_0044

CDS_0045 Dnd__DndA (CDS_0046)

MGV-GENOME-0275940 26137:35278(+)

CDS_0038
CDS_0042

CDS_0043
DNA methyltransferase (CDS_0044)

IMGVR_UViG_3300045988_017446|3300045988|Ga0495776_137673 27680:39075(+)

CDS_0044
CDS_0045

CDS_0046 CDS_0048 CDS_0051 CDS_0052 CDS_0054CDS_0055 CDS_0057

MGV-GENOME-0266056 21205:32926(+)

CDS_0030 CDS_0038 CDS_0039

MGV-GENOME-0297631 27614:39421(+)

CDS_0051 CDS_0052

IMGVR_UViG_3300045988_016396|3300045988|Ga0495776_020383 25717:37276(+)

CDS_0047 CDS_0048

MGV-GENOME-0311414 27248:38689(+)

CDS_0050
CDS_0051 CDS_0054

IMGVR_UViG_3300007802_000319|3300007802|Ga0105667_100450|175-43219 25333:36739(+)

Retron_VI__HTH (CDS_0038) CDS_0046 CDS_0047

IMGVR_UViG_3300045988_022245|3300045988|Ga0495776_172121|62-47164 27280:40812(+)

CDS_0044 CDS_0050
Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0051)

CDS_0052

IMGVR_UViG_3300045988_056545|3300045988|Ga0495776_172038 26871:38517(+)

CDS_0049 CDS_0050CDS_0051

MGV-GENOME-0290903 27233:38179(+)

CDS_0050 CDS_0051CDS_0052

MGV-GENOME-0294408 27157:38962(+)

CDS_0042 CDS_0049 CDS_0050CDS_0051

IMGVR_UViG_3300045988_054472|3300045988|Ga0495776_015914 27249:39479(+)

CDS_0050 CDS_0051CDS_0052

IMGVR_UViG_3300045988_071842|3300045988|Ga0495776_171966 27579:41066(+)

CDS_0051 CDS_0052CDS_0053 CDS_0059

IMGVR_UViG_3300045988_023493|3300045988|Ga0495776_097741 27280:39497(+)

CDS_0050
CDS_0051

CDS_0052
CDS_0053

MGV-GENOME-0303013 31769:41238(+)

CDS_0052 CDS_0053CDS_0054

IMGVR_UViG_3300045988_110298|3300045988|Ga0495776_054250 27685:38724(+)

CDS_0046 CDS_0048 CDS_0049
CDS_0052

CDS_0053

MGV-GENOME-0262565 22896:32511(+)

CDS_0041
CDS_0042

MGV-GENOME-0295308 29917:39339(+)

CDS_0054 CDS_0055

IMGVR_UViG_3300045988_038884|3300045988|Ga0495776_132527 27234:38082(+)

CDS_0045
CDS_0046

CDS_0047
CDS_0050 CDS_0051

IMGVR_UViG_3300014824_000018|3300014824|Ga0134492_1000714 30162:39197(+)

CDS_0053CDS_0054

MGV-GENOME-0294510 29898:39153(+)

CDS_0052
CDS_0053

IMGVR_UViG_3300035658_000017|3300035658|Ga0134396_00081 27495:36545(+)

CDS_0045 CDS_0051
CDS_0052

IMGVR_UViG_3300045988_019554|3300045988|Ga0495776_015851 30027:39267(+)

CDS_0054
CDS_0055

IMGVR_UViG_3300045988_017246|3300045988|Ga0495776_097549 29921:39559(+)

CDS_0053
cysH_IV-B_1 (CDS_0054)

CDS_0056

IMGVR_UViG_3300006525_000027|3300006525|Ga0101027_100424 29764:39176(+)

CDS_0052
cysH_IV-B_1 (CDS_0053)

MGV-GENOME-0297366 30036:39842(+)

CDS_0055
cysH_IV-B_1 (CDS_0056)

MGV-GENOME-0241974 19299:29106(+)

CDS_0034
cysH_IV-B_1 (CDS_0035)

MGV-GENOME-0294196 29048:39079(+)

CDS_0052
cysH_IV-B_1 (CDS_0053)

MGV-GENOME-0279383 26363:36004(+)

CDS_0042
cysH_IV-B_1 (CDS_0043)

IMGVR_UViG_3300045988_037190|3300045988|Ga0495776_138117 30576:39488(+)

cysH_IV-B_1 (CDS_0054)

IMGVR_UViG_3300045988_044550|3300045988|Ga0495776_117526 30258:40450(+)

DNA methyltransferase (CDS_0054)
cysH_IV-B_1 (CDS_0055)

MGV-GENOME-0292767 29154:38784(+)

CDS_0051
cysH_IV-B_1 (CDS_0052)

IMGVR_UViG_3300045988_041429|3300045988|Ga0495776_098329 30273:39921(+)

CDS_0051 CDS_0054cysH_IV-B_1 (CDS_0055)

MGV-GENOME-0294615 30783:39194(+)

52 53 54
DNA polymerase (CDS_0055)

56 cysH_IV-B_1 (CDS_0057)

IMGVR_UViG_3300029613_000320|3300029613|Ga0245150_100218|49470-92638 27817:37337(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0051)
nucleoside triphosphate pyrophosphohydrolase (CDS_0056)

MGV-GENOME-0324888 29432:38560(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0052)

IMGVR_UViG_3300045988_027363|3300045988|Ga0495776_148793 30071:39110(+)

CDS_0054

IMGVR_UViG_3300045988_041044|3300045988|Ga0495776_099485 28739:37784(+)

CDS_0051
CDS_0052

IMGVR_UViG_3300029119_000339|3300029119|Ga0168816_100469|4409-46730 27377:36505(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0051)

IMGVR_UViG_3300045988_034592|3300045988|Ga0495776_137584 29601:38918(+)

CDS_0051
CDS_0052

cysH_IV-B_1 (CDS_0053)

Ma_2019_SRR1778456_NODE_492_length_49459_cov_5.448142 33962:43168(+)

CDS_0051

Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0052)

CDS_0053
CDS_0054

IMGVR_UViG_3300045988_106311|3300045988|Ga0495776_026559|62-55940 40516:49772(+)

DNA methyltransferase (CDS_0060)
CDS_0061

MGV-GENOME-0299637 30661:39726(+)

CDS_0053
CDS_0054

IMGVR_UViG_3300045988_047330|3300045988|Ga0495776_093122 28773:38419(+)

CDS_0053
CDS_0054

MGV-GENOME-0290819 28672:38359(+)

CDS_0051
CDS_0052

MGV-GENOME-0256379 22286:31708(+)

CDS_0039
CDS_0040

MGV-GENOME-0293460 29900:38931(+)

CDS_0052
CDS_0053

IMGVR_UViG_3300045988_034076|3300045988|Ga0495776_132681 28672:38359(+)

CDS_0048
CDS_0051

CDS_0052

IMGVR_UViG_3300045988_045684|3300045988|Ga0495776_159164 29876:38874(+)

CDS_0049 CDS_0052
CDS_0053

CDS_0054

MGV-GENOME-0297061 29566:39766(+)

CDS_0053
cysH_IV-B_1 (CDS_0054)

IMGVR_UViG_3300045988_027148|3300045988|Ga0495776_165965 29260:38992(+)

CDS_0051
CDS_0052

MGV-GENOME-0313269 32391:41495(+)

CDS_0055
CDS_0056

CDS_0057

IMGVR_UViG_2849827911_000004|2849827911|2849827945|109992-152857 27366:36472(+)

DNA methyltransferase (CDS_0049)

CDS_0050
CDS_0051

MGV-GENOME-0303473 31004:39835(+)

CDS_0055 CDS_0056

MGV-GENOME-0293215 30023:39175(+)

CDS_0053
thymidylate synthase (CDS_0054)

CDS_0055

IMGVR_UViG_3300045988_052971|3300045988|Ga0495776_054209 29568:39277(+)

CDS_0052
CDS_0053

cysH_IV-B_1 (CDS_0054)

IMGVR_UViG_3300029394_000016|3300029394|Ga0243997_1000712 25667:34967(+)

CDS_0042cysH_IV-B_1 (CDS_0043)

IMGVR_UViG_3300045988_058321|3300045988|Ga0495776_172259 31260:40626(+)

57 58 59 60 thymidylate synthase (CDS_0061)

MGV-GENOME-0276661 26371:35454(+)

CDS_0048
CDS_0049

CDS_0050

MGV-GENOME-0298004 32444:40290(+)

CDS_0059

IMGVR_UViG_3300029885_000010|3300029885|Ga0245329_100578 30446:39617(+)

54 55 56
57

58

IMGVR_UViG_3300029566_000027|3300029566|Ga0244934_100442 29743:39760(+)

CDS_0052
cysH_IV-B_1 (CDS_0053)

CDS_0054
CDS_0055

MGV-GENOME-0296897 30538:39544(+)

CDS_0051CDS_0052
CDS_0053

IMGVR_UViG_3300029593_000012|3300029593|Ga0245135_100523 30821:39686(+)

53 54 55
DNA polymerase (CDS_0056)

57 58

MGV-GENOME-0264690 25216:33167(+)

42 43 44
DNA polymerase (CDS_0045)

46

MGV-GENOME-0311639 34966:44391(+)

CDS_0058 CDS_0059
CDS_0060

CDS_0061 CDS_0068

IMGVR_UViG_3300045988_046574|3300045988|Ga0495776_054521 26856:39134(+)

CDS_0048 CDS_0049
CDS_0050

CDS_0051

IMGVR_UViG_3300045988_032658|3300045988|Ga0495776_135524 27251:36930(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0050)

MGV-GENOME-0282566 27251:36930(+)

CDS_0044 RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0050)

MGV-GENOME-0310485 27246:37310(+)

CDS_0049
cysH_IV-B_1 (CDS_0050)

MGV-GENOME-0197941 15086:21083(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0026)

MGV-GENOME-0323471 25612:34554(+)

CDS_0037 CDS_0039 RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0045)

MGV-GENOME-0282312 26478:36576(+)

CDS_0047
CDS_0048

CDS_0049

MGV-GENOME-0213928 18630:27058(+)

CDS_0031
CDS_0032

MGV-GENOME-0176201 10590:20692(+)

CDS_0015 cysH_IV-B_1 (CDS_0020) CDS_0022

MGV-GENOME-0200810 15325:22001(+)

cysH_IV-B_1 (CDS_0026)

MGV-GENOME-0186099 13002:19510(+)

cysH_IV-B_1 (CDS_0023)

MGV-GENOME-0211717 17614:23938(+)

CDS_0029

MGV-GENOME-0211430 17997:23896(+)

CDS_0028

MGV-GENOME-0222300 15583:21734(+)

CDS_0026

MGV-GENOME-0296071 29990:39554(+)

CDS_0054
CDS_0055 CDS_0056

IMGVR_UViG_3300045988_041242|3300045988|Ga0495776_097493 29990:39554(+)

CDS_0054
CDS_0055 CDS_0056

IMGVR_UViG_3300045988_058249|3300045988|Ga0495776_137808 30776:39319(+)

CDS_0052
Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0053)

CDS_0054 CDS_0058

IMGVR_UViG_3300045988_018163|3300045988|Ga0495776_094629 25894:36528(+)

CDS_0047 CDS_0048

MGV-GENOME-0283936 25894:36528(+)

CDS_0047 CDS_0048

MGV-GENOME-0263817 26682:32698(+)

CDS_0036 CDS_0037

MGV-GENOME-0192874 10228:20335(+)

tail length tape measure protein (CDS_0015)
CDS_0016 CDS_0022

IMGVR_UViG_3300045988_035562|3300045988|Ga0495776_112890 27594:36490(+)

CDS_0045 CDS_0048 CDS_0051
DNA polymerase (CDS_0052)

CDS_0053CDS_0054

MGV-GENOME-0281786 27594:36490(+)

CDS_0051
DNA polymerase (CDS_0052)

CDS_0053CDS_0054

MGV-GENOME-0315543 27913:39533(+)

CDS_0052 CDS_0053

IMGVR_UViG_3300045988_047401|3300045988|Ga0495776_027911 26913:35604(+)

CDS_0048

IMGVR_UViG_3300045988_054215|3300045988|Ga0495776_151895 27552:39146(+)

CDS_0044 CDS_0051

IMGVR_UViG_3300045988_058446|3300045988|Ga0495776_015655 27252:38737(+)

CDS_0048

MGV-GENOME-0268244 21189:33090(+)

CDS_0031 CDS_0038CDS_0039

5000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function Defence


