Retron_VI__HTH (CDS_0039)
CDS_0044
CDS_0043 exonuclease (CDS_0048)
CDS_0036CDS_0040 CDS_0042 CDS_0047 CDS_0051

CDS_0037 LI CDS_0045 CDS_0049
| €Ds_0038 CDS 0041 | | | CDS_004 'CDS_0050 DNA polymerase (CDS_0052)

MGV-GENOI\WE-OZ94408 24677:36439(+)

CDS_0043
CDS_0042
| | cDbs_0044 CDS_0048

-
IMGVR_UViG_3300045988_031663|3300045988|Ga0495776_148247 24678:36195(+)
48

47
42 43 44 4546[| 49

-
IMGVR_UViG_3300045988_077157|3300045988|Ga0495776_134344 24715:39625(+)
46

45
42 43 44| 47

IMGVR_UVIG:">300045988_049504|3300045988\Ga0495776_097539 24679:36752(+)
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-
IMGVR_UViG_3300007210_000018|3300007210|Ga0103359_100421 24682:36460(+)

43 45
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%

MGV-GENOI\WE-0296912 24682:36144(+)

43 45
42 [44] 46

%

|MGVR?UViG?OOOOOO158,000039|7000OOOiS8\SRSO 14979_WUGC _scaffold_14782 24739:35804(+)

DNA binding protein (CDS_0045)
43 44 4647 5354

Ma_2019_SRR-1778456_NODE_492_|ength_49459_cov_5.448 142 25042:40144(+)
CDS_0042 CDS_0043

%

\MGVR?UViG:’;SOOO459887041044|3300045988\Ga04957767099485 24679:34968(+)
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MGV-GENOME-0311639 26856:41185(+)
37 3940 44 45 464748

-
MGV-GENOME-0313124 24622:38550(+)

CDS_0046
CDS_0045
CDS_0044 | CDS_0047

MGV*GENOME*O-307737 24623:36691(+)

CDS_0046
CDS_0045 | CDS 0047

E

-
MGV-GENOME-0298768 24926:36605(+)

CDS_0045
CDS_0044 | CDS 0046

E

I -
IMGVR_UViG_3300045988_014838|3300045988|Ga0495776_148262 24984:36595(+)

47
ABC transporter (CDS_0044) 45 46 [4849

|MGVR?UVIG?33EOO459887043668|3300045988\Ga04957767159079 24627:37868(+)

clamp loader of DNA polymerase (CDS_0044)
CDS_0046
CDS_0045
1]cDs_0047
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IMGVR_UViG_3300023489_000224|3300023489|Ga0257030_100073|26404-72846 24987:37295(+)

CDS_0043 CDS_0044

?

MG\/—GENOME-O-292767 24264:34981(+)
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MGV-GENOME-0303013 24653:37989(+)

CDS_0046
CDS_0045
CDS_0044 | | CDS 0047
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IMGVR_UViG_3300045988_071842|3300045988|Ga0495776_171966 24653:37817(+)

CDS_0045
CDS 0044 | CDS 0046

IMGVR_UVIG_33EOO45988_022245|3300045988\Ga0495776_172121|62747 164 24653:37566(+)

CDS_0047
CDS_0046
CDS_0045 | | CDS_0048

MGV-GENOME-0313269 24982:38218(+)
44 4546 47 48 495051

MGV-GENOM E»&S11064 24623:40591(+)
CDS_0043

2

MGV*GENOME*O-290819 24260:34931(+)
CDS_0044

%

IMGVR7U\/in33EOO459887O 14612|3300045988|Ga0495776_132415 24603:34917(+)
CDS_0043 CDS_0048
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-
IMGVR_UViG_3300045988_034076|3300045988|Ga0495776_132681 24260:34931(+)
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|MGVR?UVinSSEOO459887O45 902|3300045988|Ga0495776_185724 24623:37068(+)
47
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-
MGV-GENOME-0296534 24259:36834(+)

44 46
42 43 [45] 47

|w
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2

MGV-GENOME-OSESZSS 23961:35545(+)
RecJ-like ssDNA exonuclease (CDS_0044)

48
4
42 45 46] | 49

| MGVR_UVIG_3300-O45988_056649|3300045988\630495776_117229 24325:37429(+)

thymidylate synthase (CDS_0044)
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47 49
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IMGVR_UVIG_33EOO45988_054307|3300045988\Ga0495776_172189 24623:38105(+)

46 48
44 45 Ja7] 49

-
IMGVR_UViG_3300045988_054215|3300045988|Ga0495776_151895 24626:37079(+)

4547
44 Jag| 48

|MGVR?UViCLSSEOO459887032004|3300045988\Ga04957767170563 24623:36487(+)
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|MG\/R_UVIG_33EOO45988_05832 1/3300045988|Ga0495776_172259 24626:37054(+)
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50 52
45 46 4748 49 [51] 53

I -
IMGVR_UViG_3300014971_000009|3300014971|Ga0134442_1000251 24282:38780(+)

44 46
43 [45[47

-
IMGVR_UViG_3300029621_000021|3300029621|Ga0245126_1000793 24363:36929(+)

47
43 444546 48 495051

-
IMGVR_UViG_3300029720_000149|3300029720|Ga0245229_1000698 24261:39682(+)

RM_Type_Ill_Type_lll_REases__Type_lll_REases_FAM_O.einsi_trimmed (CDS_0048)

RM_Type_lll_Type_lll_MTases__Type_lll_MTases_FAM_0 (CDS_0047) DNA binding protein (CDS_0051)

44 4546 | 49 50 [5253
I 1

-
IMGVR_UViG_3300045988_106311|3300045988|Ga0495776_026559(62-55940 24744:46343(+)

Reverse transcriptase (CDS_0055)
57
47 48 49 50 515253 54 56 58 59

g#

I -
IMGVR_UViG_3300029325_000084|3300029325|Ga0242844 100321 27458:54599(+)
Reverse transcriptase (CDS_0055)

47 48 49 50 515253 54 56 57 58 59

-
IMGVR_UViG_3300029756_000098|3300029756|Ga0242840_100311 27458:52264(+)

39 46 47 48 49 50

| MGVR_UViG_SSFOO 14949 000163|3300014949|Ga0134402_100147(2239-60677 24263:49936(+)

Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0053)
CDS_0047
CDS_0044 | CDS_0050 phosphofructokinase (CDS_0057)

|

IMGVR_UViG_3300045988_058249|3300045988|Ga0495776_137808 27250:38019(+)

CDS_0053
CDS_0048 CDS_0054

é

IMGVR_UViG_3300045988_055906|3300045988|Ga0495776_138036 26860:38691(+)
CDS_0051 CDS_0057

é

IMGVR UViG_3300014789_000002|3300014789|Ga0134406_1000289 27615:38792(+)
CDS_ 0048

é

MGV-GENOME-0331044 26863:38102(+)
CDS_0049 CDS_0052

é

MGV-GENOME-0296897 27010:38465(+)
CDS_0051 CDS_0055 DNA polymerase (CDS_0056)

é

IMGVR UViG_3300029593 000012|3300029593|Ga0245135_100523 27293:38387(+)
CDS_0050

é

F/IGVR_UVIG_3300045988_028559|3300045988\Ga0495776_171401 27234:38418(+)
CDS_0048

E

TMGVR_UVIG_3300045988_052892|3300045988|Ga0495776 015547 27332:37983(+)
CDS_0050

é

-
MGV-GENOME-0315543 27234:38418(+)

CDS_0050 CDS_0056

é

ﬁG\/—GENOME-O303473 27234:38536(+)
CDS.0043  CDS.0048

é

-
MGV-GENOME-0295332 26506:38069(+)

CDS_0047

é

ﬁG\/-GENOM E-0286745 25475:36156(+)
CDS_0048

E

IMGVR_UVIG_3300045988_018130|3300045988|Ga0495776_148814 27327:38036(+)
CDS_0046

E

F/IGVR_UViG_3300045988_023508|3300045988\GaO495776_053904 26505:37540(+)
CDS_0045

MGV-GENOME-0301290 25065:36976(+)
CDS_0050

-
IMGVR_UViG_3300045988_052480|3300045988|Ga0495776_117610 27234:39436(+)

CDS_0047

é

MGV-GENOME-0295438 26897:38310(+)
CDS_0042 CDS_0049

é

MGV-GENOME-0295492 26793:38324(+)
CDS_0035

é

ﬁG\/-GENOME-OZSlBli 18276:29616(+)
CDS_0046

é

FAGVR?UVinS3OOO459887027298|3300045988\Ga04957767148864 26869:38074(+)
CDS_0047 CDS_0053 cysH_IV-B_1(CDS_0054)

é

F/IGVR_UViG_3300045988_052971|3300045988\Ga0495776_054209 26508:37909(+)

CDS_0048 thymidylate synthase (CDS_0054) CDS_0055

é

MGV-GENOME-0293215 26963:38137(+)
CDS 0048

i

-
MGV-GENOME-0296071 26872:36215(+)

CDS_0046

é

F/lGVR?UVIGJSOOOZ95667000027|3300029566\6302449347100442 26475:35885(+)
CDS_0049 CDS_0056 CDS_0057

é

FAGVR?UVinSSOOO45988,052953|3300045988\Ga04957767132848 27411:37851(+)
CDS_0048 CDS_0054

é

ﬁG\/-GENOME-0295308 26857:38266(+)

CDS.0046  CDS 0048
CDS_0047

é

-
IMGVR_UViG_3300045988 031105|3300045988|Ga0495776_097552 26843:38276(+)

CDS_0048 CDS_0049

E

FAGVR?UVIG?GSOOO45988,017446|3300045988\GaO4957767137673 27001:37960(+)
CDS_0047 CDS_0048

é

-
MGV-GENOME-0297061 26505:37904(+)

CDS_0049 CDS_0050

é

ﬁG\/-GENOM E-0294770 26280:37933(+)
CDS_0047 CDS_0048

i

MGV-GENOME-0292900 26839:37521(+)
CDS_0045 CDS_0046 CDS_0052

E

F/IGVR_UViG_3300035658_000017|3300035658\630134396_00081 24434:35246(+)
CDS_0048 CDS_0049

E

NGVR7UViG73SOOO 14552_000005[3300014552|Ga0134450_100263 26871:38026(+)
CDS_0047 CDS_0048

é

-
MGV-GENOME-0296382 26840:38329(+)

CDS_0048 CDS_0049

%

FAGVR?UVIG?3SOOO459887026982|33OOO45988\GaO4957767148224 27285:37886(+)
CDS_0048 CDS_0049

-
MGV-GENOME-0297366 26863:38769(+)

CDS_0043 CDS_0046 CDS_0051

é

F/IGVR_UVIG_3SOOO45988_027148|3300045988\630495776_165965 26508:37129(+)
CDS_0045

é

MGV—GENOME»O-293596 24992:36337(+)
CDS_0045

é

IMGVR_UViG_3330045988_046633|3300045988\630495776_157108 24992:36337(+)

CDS_0043

é

MG\/—GENOME-O-286234 24264:35746(+)
CDS_0043

é

-
MGV-GENOME-0291218 24056:34590(+)

CDS_0045 CDS_0046

%

| MGVR?UVIG?3SOOO45988,04425 1/3300045988|Ga0495776_092763 25613:37240(+)

CDS_0047
CDS_0045 CDS_0048
CDS_004

|MGVR?UVIG?S?EOO‘&S9887038884|33OOO45988\6304957767132527 24988:36966(+)

CDS_0044 RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0050)

5

-
IMGVR_UViG_3300045988_032658|3300045988|Ga0495776_135524 24624:36052(+)

CDS_0044

5

MGV-GENOME-0282566 24624:36052(+)
CDS_0046

%

| MGVRfuvi673300045988,110298|3300045988\Ga04957767054250 25749:37425(+)
CDS_0047 CDS_0048

F/IGVR_UVIG_3BOOO45988_050195|3300045988\Ga0495776_1699 18 26868:36838(+)
CDS_0042 CDsS_0049

é

MGV-GENOI\WE-02823 12 24678:35503(+)

DNA binding protein (CDS_0044)
41 4243 45 51

I—i

ig 445079 25125:34437(+)
CDS.0041 CDS_0042

- —
MGV-GENOME-0296340 25127:32579(+)

tRNA nucleotidyltransferase (CDS_0049)
Sigma M (VF0822) (CDS_0045)
VirR/VirS (VF0791) (CDS_0048)
egX3 (VF0858) (CDS_0047)
42 43 44 | 46 | | \ 50 51

wig 508064 25176:40886(+)

CDS_0044
CDS_0043 CDS 0045

| MGVR,UVTG,SSOOO 10266_000009|3300010266|Ga0129314_ 1000397 25476:33860(+)
Proline synthesis (VF0812) (CDS_0046)

DnaC-like helicase loader (CDS_0041) translation elongation factor (CDS_0051)

42 43 44 45 47 48 49 50

DNA binding protein (CDS_0057)
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—]
#

vig 442043 25127:51456(+)

DNA binding protein (CDS_0041)
43
44 49
42| 14546 47 48] endolysin (CDS_0050)

i

\MGVR_UViG_3300029365_OOO528|33000Z9365\Ga0243866_1000219\60363—109239 25125:35723(+)
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