endolysin (CDS_0029) CDS_ 0636
CDS_0028 CDS_0034 LL CDS_0040
CDS_0026 CDS_0033 S_0038

I LCDS 0030 CDS_ 0032 lJJ 4 €D5_0039
DS 0027 | CDS 0031 CDS 0035 | | | CDS 0041

IMGVR_UViG_3300029612_000378|3300029612|Ga0245127_100435[15832-66514 26585:35247(+)

CDS_0032 CDS_0034
JcDS_0033 | €DS_0035

IMGVR_UViG_3300045988_074040|3300045988|Ga0495776_159216 26389:34015(+)

RT_III-AM_I1I-B_2 (CDS_0025)
CDS_0030 CDS_0032
"] cDs_0031] €Ds 0033

=
]
i
i

MGV-GENOME-0313637 25382:33179(+)

36
31 32 33 34 35]

Ma_2019_SRR341665_NODE_177_length_53544_cov_3.874404 26389:38540(+)

Retron_VI__HTH (CDS_0032) 36
31 33 34 35[

c
<
I
o
N
N
o
[N
N
[N
@
)
N
w
x
o
IS}
o

(+)

33 35
31 32 a4 38

IMGVR_UViG_3300028961_000129|3300028961|Ga0169745_100134(19218-69033 26566:34549(+)

CDS.0031 CDS_0033
CD5_0032

I ———— SN E——
IMGVR_UViG_3300045988_088729|3300045988|Ga0495776_097308 26566:32762(+)

37
32 33 34 35 36]

uvig 425354 26262:37952(+)

35
3132 33 34

IMGVR_UViG_3300045988_102072|3300045988|Ga0495776_151535 26289:34726(+)

CDS_0031 CDS_0033
TcDs_0032 | cDs_ 0034

z

IMGVR_UViG_3300045988_090515|3300045988|Ga0495776_165472 26282:34224(+)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0032)
36
31 33 34 35

!
v
~
|

uvig_70200 26289:35837(+)

CDS_0031 CDS_0033
TCDS_OOBZT CDS_0034 Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_|l (CDS_0042)

MGV-GENOME-0308555 26584:36204(+)

37
31323334 35 34

uvig 86011 26395:35657(+)

38
31 32 33 3435 36 37

uvig 491344  26585:39676(+)

Lamassu-Fam__ LmuA_effector_Hydrolase (CDS_0034) 39
31 32 33 35 36 37 38

i
I
|
[ | |
|
‘ I
8

uvig_304479 26536:42830(+)

36
3233 34 35 40

MGV-GENOME-0309120 26586:36378(+)

40
31 32 333435 36 37 38 39

uvig_305965 26393:41419(+)

34
31 32 3335 41

MGV-GENOME-0307975 26577:34141(+)

34
31 32 33[35 38

IMGVR_UViG_3300045988_136840|3300045988|Ga0495776_170999 26577:33865(+)

37
31 32 33 34 35 36T38

!

uvig_571449 26577:36914(+)

42
313233 34 35 36 37 38 39 40 41]

uvig_43038 26580:40259(+)
CDS_0033 CDS_0034

MGV-GENOME-0302185 26344:33231(+)

SigH (VF0296) (CDS_0034) 39
30 31 32 33 | 35 36 37 38 41

;
!

uvig_314584 25273:44132(+)

CDS_0031
CDS 0030  CDS 0035
CDS_0029 || CDS_0034 CDS_0041

N O O
IMGVR_UViG_3300045988_187844|3300045988|Ga0495776_166837(14241-61940 26584:35278(+)

multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (CDS_0040)
31 32 33 34 35 36 37 38 39 41 42 43 44 4546

uvig_85120 26386:52194(+)

41
29 3031 32 33 34 35 36 37 38 39 40[

N
iN

-
MG\/ GENOME- 0348008 24954 46677(+)

QueC-like queuosine biosynthesis (CDS_0037)
multidrug efflux MATE transporter NorM (NFO00263.1) (CDS_0033) CAI-1(VF0405) (CDS_0041) O-antigen (VF0392) (CDS_0046) 50 52
31 32 34 35 36 38 39 40 42 43 44 45 47 48 49 TSlT

I e — — —
uvig 115729 26566: 53783( )

10000 nt 1

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover unknown function Defence Virulence AMR
— I




