metal-dependent phosphohydrolase (CDS_0022)
CDS_0012 CDS_0015 CDS_0017 CDS_0019 CDS_0023 CDS_0025
CDS_0013CDS_0014 CDS_0016 T CDS;OOlBTCDS_OOZO CDS_0021 CDS_0024

;%

IMGVR UVIG_3300045988_182148|3300045988|Ga0495776_104120 9176:22435(+)
CDS_0029

MGV-GENOME-0233428 12221:25508(-)
transposase (CDS_0030) CDS_0029

IMGVR_UViG_3300045988_182729|3300045988|Ga0495776_101189 11188:26620(-)
CDS_0132 CDS_0131

—o0-D— O

IMGVR_UViG_3300045988_182435|3300045988|Ga0495776_074427 90766:103995(-)
CDS_0012 CDS_0013

o—O-D— O —{

MGV-GENOME-0221209 3460:16689(+)
CDS_0028

-DO— O

MGV-GENOME-0249224 13978:27204(-)
CDS_0124 CDS_0123

—¢o——O{T—{

MGV-GENOME-0374907 86226:99446(-)
CDS_0030 CDS_0029 CDS_0024

MGV-GENOME-0232483 11285:24544(-)
CDS_0017 CDS.0018

MGV-GENOME-0231598 9176:22435(+)
CDS_0030 CDS_0029

MGV-GENOME-0202820 12080:25313(-)
CDS.0133  CDS 0132

MGV-GENOME-0373687 93916:107179(-)
CDS_0056

MGV-GENOME-0374659 40070:53327(+)
CDS.0032 CDS_0031 CDS_0027

MGV-GENOME-0216762 11138:24386(-)
CDS_0031 CDS_0032 CDS_0035

!

HED O

MGV-GENOME-0219600 16158:29170(+)
transposase (CDS_0040) CDS_0035 CDS_0034

MGV-GENOME-0280365 17604:34924(-)
transposase (CDS_0032)

IMGVR_UViG_3300045988_186897|3300045988|Ga0495776_177230[4039-39640 13566:30886(-)
CDS_0052

-

IMGVR_UViG_3300045988_183540|3300045988|Ga0495776_174225 42033:55287(+)
CDsS_0027

-

IMGVR_UViG_3300045988_181520|3300045988|Ga0495776_143905 12201:25434(-)
transposase (CDS_0017)CDS_0018

IMGVR_UViG_3300045988_182135|3300045988|Ga0495776_021202 9178:24632(+)
CDS_0019 CDS_0022

:

MGV-GENOME-0372662 11820:25054(+)
CDS_0084 transposase (CDS_0085)

IMGVR_UViG_3300045988_186880|3300045988|Ga0495776_071386[56385-195918 64871:82278(+)

CDS_0021
CDS_0027 | cDs.0020 cDs_ 0019

O—OE{ {1

IMGVR_UViG_3300045988_181702|3300045988|Ga0495776_102883 10593:25381(-)
CDS_0017

O —OE{ B D

MGV-GENOME-0239411 9879:24667(+)
CDS_0020 CDS_0024 CDS_0026 CDS_0027

MGV-GENOME-0270696 16504:30252(+)
CDS_0015 CDS_0016

IMGVR_UVIiG_3300045988_181355|3300045988|Ga0495776 079386 7324:21073(+)
CDS_0147  CDS_0146 CDS_0144 CDS_0138
T > D Do D
MGV-GENOME-0377216 105760:120376(-)
CDS_0046

MGV-GENOME-0373630 34458:48163(+)

CDS_0033
| cps_0032 CDS_0029 CDS 0028

MGV-GENOME-0203217 12149:25906(-)
CDS_0106 CDS_0101

IMGVR_UViG_3300045988_186722|3300045988|Ga0495776_122469(11010-117869 62817:76804(-)
CDS_0030 CDS_0028

tO— ) F{

MGV-GENOME-0203002 12613:26585(-)
CDS_0031

!

MGV-GENOME-0173948 16158:22809(+)

6000 nt 1

integration and excision other unknown function



