HTH DNA binding domain protein (CDS_0051)
2-aminooxy adenylosuccinate synthetase (CDS_0046)
dCTP deaminase (CDS_0049)
Sak4-like ssDNA annealing protein (CDS_0040) HNH endonuclease (CDS_0045) CDS_0048
CDS_0041  DNA polymerase/primase (CDS_0042) cD CDS_0044 \ CDS 0047 | CDS_0050

| A A ) +=a

Arthrobacter_phage_MeganNoll 25893:36975(+)

v}
o
S
b
5

;

HNH endonuclease (CDS_0044)

\ HE

Arthrobacter_phage_AppleCider 25546:36322(+)
CDS_0041

\ H D

Arthrobacter_phage_Canowicakte 25603:36277(+)

(@)

DS_0045

—H )

U g O
]

U g

o @

(@]
O
(]
o
o
v
o

CDS_0042 HNH endonuclease (CDS_0045)
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DNA, RNA and nucleotide metabolism unknown function



