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DnaB-like replicative helicase (CDS_0066)

6768

phosphoadenosine phosphosulfate reductase (CDS_0069)

ParB-like partition protein (CDS_0070)

uvig_535838 31907:37227(-)

CDS_0057
DnaB-like replicative helicase (CDS_0058)

MGV-GENOME-0337957 1:14523(+)

1 2 3 4 5
ParB-like partition protein (CDS_0006)

phosphoadenosine phosphosulfate reductase (CDS_0007)

8 9

DnaB-like replicative helicase (CDS_0010)

11 12 17

MGV-GENOME-0278352 33724:41907(-)

6465

transposase (CDS_0066)

67
68

69

uvig_421795 1:17171(+)

1 2 3 4 5 6 7 methyltransferase (CDS_0008)

MGV-GENOME-4425824 21:9955(+)

1 2 3 4 methyltransferase (CDS_0005)

MGV-GENOME-0250567 32544:36825(-)

CDS_0061

MGV-GENOME-0252925 73:4508(+)

CDS_0001

MGV-GENOME-0252300 32740:37122(-)

CDS_0062

MGV-GENOME-0312911 1:4234(+)

CDS_0001

MGV-GENOME-0334805 1:5511(+)

CDS_0001

MGV-GENOME-0320724 1:5006(+)

CDS_0001

MGV-GENOME-0325298 1:6278(+)

12 3 4 5

MGV-GENOME-0261729 34075:38759(-)

CDS_0058CDS_0063

MGV-GENOME-0315604 1:6262(+)

CDS_0001
CDS_0002

CDS_0003

CDS_0004

uvig_360860 1:11415(+)

1 2 3 4 5 6 7 8

MGV-GENOME-0336564 1:12266(+)

1 2 3
4

5 6 7 8 9
10

MGV-GENOME-0255569 90:5689(+)

CDS_0003 CDS_0007 CDS_0008

MGV-GENOME-0260386 515:6719(+)

CDS_0004 CDS_0009

MGV-GENOME-0263074 907:11725(+)

CDS_0001 CDS_0002
DNA primase (CDS_0003)

CDS_0004 CDS_0009

uvig_503834 34323:50641(-)

616263646566

GTP cyclohydrolase (CDS_0067)
Dpd__QueC (CDS_0068)

697071

uvig_8915 36455:58365(-)

6768697071727374757677

uvig_114401 1:23747(+)

1 2 3 4 5 6
RegX3 (VF0858) (CDS_0007)

8 9 10 11 12 13 14 15 16

uvig_418746 1:21133(+)

1 2 3 4 5 6
RegX3 (VF0858) (CDS_0007)

8 9 10 11 12 13 14 15 16

uvig_16159 3:16710(+)

1 2 3 4 5 6 7 8 9 10 11

uvig_529895 32296:44253(-)

58596061626364

uvig_435683_ 33809:53754(-)

58596061

ABC-F type ribosomal protection protein OptrA (NF000514.1) (CDS_0062)

63646566676869
single strand DNA binding protein (CDS_0070)

uvig_79985 1:28125(+)

1

RM_Type_IIG__Type_IIG___Type_IIG_FAM_0.einsi_trimmed (CDS_0002)

3 4 5
PmrAB (VF1355) (CDS_0006)

O-antigen (VF0392) (CDS_0007)
ParB-like partition protein (CDS_0008)

phosphoadenosine phosphosulfate reductase (CDS_0009)

10 11 12 13 14 15 16 17

uvig_315899 1:27746(+)

1 2 3 4 5
PmrAB (VF1355) (CDS_0006)

O-antigen (VF0392) (CDS_0007)

ParB-like partition protein (CDS_0008)
phosphoadenosine phosphosulfate reductase (CDS_0009)

10 11 12 13 14 15 16 17 18 19 20 21

uvig_425748 1:26442(+)

1 2 3 4 5 6 7
8

DNA primase (CDS_0009)

10
DarB-like antirestriction (CDS_0011)

12 13 14 15 16 17 18 19 20

MGV-GENOME-0303517 34626:47489(-)

636465
66

67
68

69
70

7172
73

747576
77

MGV-GENOME-0301881 201:13062(+)

1 2 3 4 56 7 8 9
10

11
12

13 14 15

MGV-GENOME-0293151 33664:44891(-)

61626364
65

66
67

68
69

7071
72

73

SAMN05827136_a1_ct22641_vs1 370:15767(+)

1 2 3 4 5 6 7 8 9 1011
12

13

PD-Lambda-5__PD-Lambda-5_A (CDS_0014)
PD-Lambda-5__PD-Lambda-5_B (CDS_0015)

16 17

MGV-GENOME-0314137 33251:51115(-)

60616263646566676869707172737475

10000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other tail unknown function Defence Virulence AMR


