endolysin (CDS_0020)
CDS_0024
CDS_0016 CDS_0019 CDS_0022
CDS_0025

3T

CDs 0017 | CDS.0021
CDS_0015| ~€Ds 0018 | | cbs_0o:

I
MGV-GENOME-0271949 27245:33299(+)
endolysin (CDS_0020)

MGV-GENOME-0259735 2-6838:32572(+)
endolysin (CDS_0021)

MGV-GENOM E—0270385E246:32982(+)
CDS_0020 endolysin (CDS_0021)

MGV-GENOME-0266242 26580:33724(+)
endolysin (CDS_0020)

MGV-GENOME-0269427 27245:34331(+)
CDS_0021 endolysin (CDS_0022)

MGV-GENOME-0276621 26338:34149(+)
CDS_0021 endolysin (CDS_0022)

MGV-GENOME-0263622 2%03:33257&)

CDS_0020 endolysin (CDS_0021)

MGV-GENOME-0261553 27071:32895(+)

CDS 0021
CDS_0020 | endolysin (CDS_0022)

I
MGV-GENOME-0275095 27245:33886(+)

CDS_0022
CDS.0021 | endolysin (CDS 0023)

—
MGV-GENOME-0266628 27153:33797(+)

CDS_.0021  endolysin (CDS_0023)
[ cDs_002

;%

I
MGV-GENOME-0265042 26338:33504(+)
CDS_0022 endolysin (CDS_0023)

MGV-GENOME-0278382 27778&370(#

endolysin (CDS_0021)
CDS_002

;#

—
MGV-GENOME-0273575 27245:33600(+)

CDS_0019
€DS.0018 | endolysin (CDS_0020)

MGV-GENOME-0275353 29407:35469(+)

endolysin (CDS_0022)
CDS 4)61
CDS_0020

MGV-GENOME-0273655 27245:33617(+)

CDS_0024
CDsS_0022 lendolysin (CDS_0025)

€Ds_0023

!W

MGV-GENOME-0276194 26987733397&)

radical SAM domain protein (CDS_0017)

18
16 719 endolysin (CDS_0020)

5%

MGV-GENOME-0274360 26912:35276(+)

CDsS_0022
endolysin (CDS_0020] CDS_0026

MGV-GENOME-0264550 26802:33672(+)
endolysin (CDS_0020)

MGV-GENOME-0259492 26709:32781(+)
21

22
19 @hzg 24 endolysin (CDS_0025)

MGV-GENOME-0276933 27201:35784(+)
2021 22 23 24 endolysin (CDS_0025)

MGV-GENOME-0279694 26487:36342(+)
20 21 22 23 24 endolysin (CDS_0025)

MGV-GENOME-0280196 26580:36439(+)

24
2223725 26 27 28 29 endolysin (CDS_0030)

MGV-GENOME-0296923 26894:37773(+)
RM_Type_Il__Type_ll_MTases__Type_lI_MTases_FAM_0 (CDS_0020)
DNA methyltransferase (CDS_0021)
24
23
2225 26 27 28 29 endolysin (CDS_0030)

o
|

MGV-GENOME-0297810 26580:40227(+)

RM_Type_IlI__Type_ll_MTases__Type_lI_MTases_FAM_0 (CDS_0020)
DNA methyltransferase (CDS_0021)
22 23 24 endolysin (CDS_0025)

-
|

MGV-GENOME-0296266 26803:38329(+)

DNA methyltransferase (CDS_0020)
26
24 127
19 21 2223252829  endolysin (CDS_0030)

-
|

MGV-GENOME-0293670 27245:39257(+)

RM_Type_Il__Type_ll_MTases__ Type_ll_MTases_FAM_0 (CDS_0020)
DNA methyltransferase (CDS_0021)
22 23 2425 endolysin (CDS_0026)

-
|

MGV-GENOME-0300795 27245:38868(+)

23
1920 21 22| 24 endolysin (CDS_0025)

MGV-GENOME-0284095 29249:37167(+)

RM_Type_Il__Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0020)
DNA methyltransferase (CDS_0021)
22 23 242526 27 28 29 30 endolysin (CDS_0031)

g%
|

MGV-GENOME-0302055 27245:41414(+)

RM_Type_Il__Type_ll_MTases__Type_lI_MTases_FAM_0 (CDS_0020)
DNA methyltransferase (CDS_0021)
22 23 2425 26 27 28 29 endolysin (CDS_0030)

%%
|

MGV-GENOME-0302468 27245:41533(+)

RM_Type_Il__Type_ll_MTases__ Type_lI_MTases_FAM_0 (CDS_0020)
DNA methyltransferase (CDS_0021)
22 23 242526 27 28 29 30 endolysin (CDS_0031)

S%
I

MGV-GENOME-0302458 27245:41532(+)
RM_Type_Il__Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0019)

DNA methyltransferase (CDS_0020) portal protein (CDS_0030)
| [ 21 222324 25 26 27 28 29 31 endolysin (CDS_0032)
OO DD O O KCHEEEBPD-DODD

MGV-GENOME-0312912 27245:45170(+)

DNA methyltransferase (CDS_0021)
20 22 23 24 25 26 27 28 29 endolysin (CDS_0030)

i%
|

MGV-GENOME-0301967 27152:41388(+)

RM_Type_Il__Type_ll_MTases__Type_I|_MTases_FAM_0 (CDS_0020)
DNA methyltransferase (CDS_0021)
22 23 2425 2627 28 29

w
o

31 32 33 34 35 36 endolysin (CDS_0037)

-
|

MGV-GENOME-0318018 27245:47389(+)

DNA methyltransferase (CDS_0021)
20 2223 24 25 26 27 28 endolysin (CDS_0029)

l%
|

MGV-GENOME-0308223 28281:41924(+)

RM_Type_IlI__Type_ll_MTases__ Type_I|_MTases_FAM_0 (CDS_0021)
DNA methyltransferase (CDS_0022)

| "] 232425 26 27 28 29 endolysin (CDS_0030)
OO DDA CHETETED DEO-DOED
MGV-GENOME-0298652 27403:40434(+)
2021 22 23 24 endolysin (CDS_0025)

MGV-GENOME-0282604 27245:36922(+)
20 21 22 23 endolysin (CDS_0024)

MGV-GENOME-0282059 27245:36822(+)
20 21 22 28 24 25 endolysin (CDS_0026)

MGV-GENOME-0292780 27152:39078(+)
21 22 23 24 endolysin (CDS_0025)

MGV-GENOME-0285842 26560:35989(+)
18 19 20 21 22 endolysin (CDS_0023)

MGV-GENOME-0293751 26753:37727(+)

20
T21 22 23 24 endolysin (CDS_0025)

MGV-GENOME-0289582 27245:36822(+)
20 21 22 28 24 25 endolysin (CDS_0026)

MGV-GENOME-0287138 27245:37803(+)
19 20 21 22 23 24 25 26 endolysin (CDS_0027)

MGV-GENOME-0306736 29249:42957(+)
19 20 21 22 28 24 25 endolysin (CDS_0026)

MGV-GENOME-0306310 29249:42817(+)

21
19 20 2223 24 25 26 endolysin (CDS_0027)

MGV-GENOME-0298204 29249:40321(+)

DNA methyltransferase (CDS_0021)
23
20 22 [2425 26 2728 29 30 31 32 endolysin (CDS_0033)

—
|

MGV-GENOME-0309057 27245:42202(+)

DNA methyltransferase (CDS_0021)
23
20 22 [2425 26 27 28 29 30 31 endolysin (CDS_0032)

z%
I

MGV-GENOME-0312184 27245:42135(+)

DNA methyltransferase (CDS_0021)
23
20 22 [2425 26 272829 30 31 32 endolysin (CDS_0033)

i%
I

MGV-GENOME-0316160 27246:42200(+)

20 23
19 2122 242526 27 28

N
N

!

MGV-GENOME-0309921 14215:38320(+)

20 23
19 [2122] 24 25 26

endolysin (CDS_0030)

27 endolysin (CDS_0028)

MGV-GENOME-0294072 14215:37812(+)

DNA methyltransferase (CDS_0021)
23

24 29
2225 26 27 28[30 31 32 33 34 endolysin (CDS_0035)

—
|

MGV-GENOME-0303955 26679:40486(+)

phosphoadenosine phosphosulfate reductase (CDS_0020)
phosphoheptose isomerase (CDS_0031)
2224 27 portal protein (CDS_0032)
21]23] 2526[2829 30 | 33 endolysin (CDS_0034)

’+

uvig_185260 26388:39196(+)

21 23
19 20 [ 22]24 25 endolysin (CDS_0026)

MGV-GENOME-0287177 29249:37813(+)

22 24 26
20 21 [ 23]25] 2728 endolysin (CDS_0029)

MGV-GENOME-0280691 26539:35005(+)

21 23
1920 [ 222425 26 endolysin (CDS_0027)

MGV-GENOME-0287876 29491:37964(+)

21 23 25
1920 [ 22[24[26 27 28 29 30 31 endolysin (CDS_0032)

MGV-GENOME-0303929 29491:42007(+)

21 23 25
19 20 [ 22[24] 26 27 endolysin (CDS_0028)

MGV-GENOME-0287441 29491:37870(+)

RM_Type_Il__Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0021)
DNA methyltransferase (CDS_0022)
24
23] 25

i%

MGV-GENOME-0272987 27072:35281(+)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0020)
DNA mefhyltransferase (CDS_0021)
CDS_0026

l%

MGV-GENOME-0267754 27245:34505(+)

RM_Type_ll_Type_Il_MTases__Type_Il_MTases_FAM_0 (CDS_0020)
DNA methyltransferase (CDS_0021)
23
22]24 252627 28 29 endolysin (CDS_0030)

—
|

MGV-GENOME-0305666 27071:38446(+)

DNA methyltransferase (CDS_0022)
24 28 endolysin (CDS_0033)
21 2325 26 27] 29 30 3132

!%
I

MGV-GENOME-0298074 26338:38587(+)

HicB-like antitoxin (CDS_0028)
24 toxin (CDS_0029)
212223252627 | [30 31 endolysin (CDS_0032)

MGV-GENOME-0283947 27072:37138(+)
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