
IMGVR_UViG_3300011859_000002|3300011859|Ga0122013_100106 5753:21418(+)

1112
13

14

DNA primase (CDS_0015)

Cox-like excisionase and repressor (CDS_0016)
transcriptional regulator (CDS_0017)

integrase (CDS_0018)
19 20 21

22
23 24

baseplate protein (CDS_0025)
baseplate protein (CDS_0026)

27 28 29 30 31
tail protein (CDS_0032)

IMGVR_UViG_3300011510_000002|3300011510|Ga0120818_100050 6229:20280(+)

CDS_0019
CDS_0020

CDS_0021 CDS_0026 CDS_0027

IMGVR_UViG_3300011765_000022|3300011765|Ga0122205_100004|52872-83841 5529:19548(+)

CDS_0017
CDS_0019

CDS_0020
CDS_0021

IMGVR_UViG_3300011802_000014|3300011802|Ga0122805_100007|45405-75788 5523:18946(+)

CDS_0019 CDS_0020 CDS_0026

IMGVR_UViG_3300011519_000007|3300011519|Ga0121680_100015|128836-159701 6845:19269(+)

CDS_0021 CDS_0026
CDS_0027

CDS_0028

IMGVR_UViG_3300011660_000026|3300011660|Ga0122294_100065|1-32452 6373:20997(+)

CDS_0014
CDS_0019

CDS_0020
CDS_0021

CDS_0022

IMGVR_UViG_3300000052_000065|3300000052|Draft_c542694 6547:20386(+)

CDS_0019
CDS_0020 metallo-protease (CDS_0021)

IMGVR_UViG_3300011863_000061|3300011863|Ga0121539_100053|11834-47945 7584:24651(+)

21 22 23 24 25
Retron_VI__HTH (CDS_0026)

27 28 29

IMGVR_UViG_3300011222_000034|3300011222|Ga0122768_100094|6362-41080 6201:23320(+)

20 21 22 23

Retron_VI__HTH (CDS_0024)

25 26
metallo-protease (CDS_0027)

32

IMGVR_UViG_3300011711_000013|3300011711|Ga0120765_100001|333250-365906 7087:21122(+)

CDS_0017 CDS_0019
CDS_0020

CDS_0021
CDS_0022

IMGVR_UViG_3300013363_000005|3300013363|Ga0121250_100009|195642-230095 5081:22894(+)

11
12

13 18 19 20 21
SoFic__SoFic (CDS_0022)

23 24

IMGVR_UViG_3300013999_000009|3300013999|Ga0122854_10005|208060-239304 5890:19804(+)

CDS_0018
CDS_0019

CDS_0020
CDS_0021

baseplate protein (CDS_0023) CDS_0029

IMGVR_UViG_3300013978_000003|3300013978|Ga0121136_10005|729-30432 4664:18144(+)

CDS_0008
CDS_0009

transcriptional regulator (CDS_0014)

CDS_0016
CDS_0017

CDS_0018

IMGVR_UViG_3300013498_000025|3300013498|Ga0120909_100021|36401-72253 4824:24425(+)

integrase (CDS_0016)

integrase (CDS_0017)
GAPS1__GAPS1 (CDS_0018)

19 20 21 22

IMGVR_UViG_3300011849_000010|3300011849|Ga0122105_100002|35951-71809 5083:24431(+)

GAPS1__GAPS1 (CDS_0017) 18 19 20 21

IMGVR_UViG_3300011137_000013|3300011137|Ga0122847_100006|60912-90719 4906:18273(+)

CDS_0016
CDS_0017

CDS_0018
CDS_0024

IMGVR_UViG_2778261636_000001|2778261636|2778331523 5910:31591(+)

19
transposase (CDS_0020)

thioredoxin domain (CDS_0021)

22 23 24 25 26 27 28 29 tail fiber protein (CDS_0034)

IMGVR_UViG_2758568605_000003|2758568605|2758740018|51315-82238 5811:19139(+)

CDS_0015 CDS_0016 CDS_0022

IMGVR_UViG_2617271063_000003|2617271063|2617332918|3858226-3888146 5804:18140(+)

CDS_0015

IMGVR_UViG_2770939456_000001|2770939456|2770957150|666173-697887 4398:19840(+)

CDS_0012
CDS_0013 CDS_0014

IMGVR_UViG_2917148488_000004|2917148488|2917148488|4592357-4622285 4481:18043(+)

CDS_0014
CDS_0015

CDS_0016

IMGVR_UViG_3300031416_000362|3300031416|Ga0308171_1000042|155688-185909 4494:18427(+)

CDS_0012
CDS_0013

IMGVR_UViG_2600254931_000004|2600254931|2600263237|59207-93174 5735:22140(+)

CDS_0009 GAPS1__GAPS1 (CDS_0014) CDS_0015
CDS_0016

CDS_0017

TemPhD_cluster_30591 5735:21427(+)

GAPS1__GAPS1 (CDS_0014)
CDS_0015

CDS_0016

IMGVR_UViG_2908452937_000004|2908452937|2908452937|6260923-6292369 4802:20605(+)

CDS_0014
CDS_0015

CDS_0016 CDS_0024

IMGVR_UViG_2645727751_000002|2645727751|2645750769|61968-92561 4801:18522(+)

CDS_0014
CDS_0015

toxin (CDS_0016)

CDS_0017

IMGVR_UViG_2718217999_000012|2718217999|2718228377|6258713-6287982 4826:17711(+)

CDS_0014
toxin (CDS_0015)

CDS_0016

IMGVR_UViG_2630968629_000005|2630968629|2631009476|5971513-6002060 4712:18678(+)

1415 16
toxin (CDS_0017)

18

IMGVR_UViG_2582580891_000001|2582580891|2582657799 4804:21576(+)

10 15 16 17 18 19 20

toxin-antitoxin system HicB-like (CDS_0021)
toxin (CDS_0022)

23

IMGVR_UViG_2651869705_000004|2651869705|2651893635|60770-92147 4656:19804(+)

CDS_0009 CDS_0014
RosmerTA__RmrT_2634932349 (CDS_0015)

RosmerTA__RmrA_2600853143 (CDS_0016)

IMGVR_UViG_2919063839_000003|2919063839|2919063841|505673-536313 4403:19083(+)

8
acetyltransferase (CDS_0013)

14 15 16 17

IMGVR_UViG_2744054662_000001|2744054662|2744077766|49195-79218 4394:18471(+)

CDS_0008 CDS_0013 CDS_0014

TemPhD_cluster_51958 4390:21006(+)

CDS_0013 CDS_0014

IMGVR_UViG_2913254129_000002|2913254129|2913254129|2941790-2971169 4013:17542(+)

CDS_0009 CDS_0014 CDS_0015

IMGVR_UViG_2556921040_000002|2556921040|2556926141|120345-150540 4368:18775(+)

CDS_0014
CDS_0015

CDS_0016
CDS_0017

IMGVR_UViG_2667527230_000002|2667527230|2667530442|1175788-1206592 4366:19230(+)

CDS_0013
CDS_0014

CDS_0015

CDS_0016

IMGVR_UViG_2548877048_000006|2548877048|2549042911|54534-85342 4367:20404(+)

CDS_0013
CDS_0014

CDS_0015

CDS_0016 CDS_0019

IMGVR_UViG_2918233510_000004|2918233510|2918233510|2723994-2756839 4336:21422(+)

13 14 15 16 17

IMGVR_UViG_2850972752_000005|2850972752|2850972752|6085112-6115867 5881:18719(+)

CDS_0016

TemPhD_cluster_63222_ 5512:19591(+)

CDS_0015 CDS_0016

IMGVR_UViG_640753042_000002|640753042|640753026|687843-717925 5225:18531(+)

CDS_0016
CDS_0017

TemPhD_cluster_28488 5225:18183(+)

CDS_0016

IMGVR_UViG_2579778563_000011|2579778563|2579785483|64504-96809 6399:20935(+)

CDS_0018
UmuD-like protein (CDS_0019)

CDS_0020

TemPhD_cluster_63327_ 5511:19588(+)

CDS_0015
CDS_0016 CDS_0017

IMGVR_UViG_3300006639_000766|3300006639|Ga0079301_1000011|10246-40112 5898:18468(+)

CDS_0012 CDS_0018

IMGVR_UViG_3300027499_000661|3300027499|Ga0208788_1000002|58117-87893 6894:18378(+)

Retron_VI__HTH (CDS_0018)

IMGVR_UViG_2897142147_000001|2897142147|2897142147|625421-656886 5512:19917(+)

SoFic__SoFic (CDS_0015)
toxin (CDS_0016)

toxin-antitoxin system HicB-like (CDS_0017)

IMGVR_UViG_2671180829_000005|2671180829|2671284180|82958-113059 5512:18550(+)

CDS_0015
toxin (CDS_0016)

toxin-antitoxin system HicB-like (CDS_0017)

IMGVR_UViG_2888801269_000011|2888801269|2888801278|207326-238467 5885:19590(+)

CDS_0017
toxin (CDS_0018)

toxin-antitoxin system HicB-like (CDS_0019)

IMGVR_UViG_2913042868_000003|2913042868|2913042868|1537980-1569271 5510:19740(+)

CDS_0016
toxin (CDS_0017)

toxin-antitoxin system HicB-like (CDS_0018)

IMGVR_UViG_2718217881_000008|2718217881|2718228135|5513421-5544020 5225:19048(+)

CDS_0016
toxin (CDS_0017)

toxin-antitoxin system HicB-like (CDS_0018)

NC_030940.1 5512:21088(+)

Reverse transcriptase (CDS_0015)

CDS_0016
toxin (CDS_0017)

toxin-antitoxin system HicB-like (CDS_0018)

IMGVR_UViG_3300009403_000016|3300009403|Ga0115922_1205652 5484:19866(+)

CDS_0016
toxin (CDS_0017)

toxin-antitoxin system HicB-like (CDS_0018)

O-acetyltransferase (CDS_0019)

IMGVR_UViG_2872527891_000001|2872527891|2872527891|651358-684765 5512:21859(+)

15
transposase (CDS_0016)

17 18

19
20

21

toxin (CDS_0022)

toxin-antitoxin system HicB-like (CDS_0023)

IMGVR_UViG_3300006023_000006|3300006023|Ga0075032_1000328 6567:19605(+)

CDS_0018
CDS_0019

toxin-antitoxin system HicB-like (CDS_0020)

IMGVR_UViG_2724679067_000018|2724679067|2724701426|202542-232388 5148:15074(+)

CDS_0014 toxin-antitoxin system HicB-like (CDS_0016)

IMGVR_UViG_2923586266_000002|2923586266|2923586269|140174-174131 4663:22392(+)

13 14 15 16
UmuD-like protein (CDS_0017)

18 19

IMGVR_UViG_3300002520_000083|3300002520|D14H2_10000011|54055-83723 6222:18289(+)

CDS_0018
CDS_0019

toxin-antitoxin system HicB-like (CDS_0020)

CDS_0025 CDS_0026

IMGVR_UViG_2663762771_000002|2663762771|2663777188|57608-89182 4709:20117(+)

CDS_0016

RelE-like toxin (CDS_0017)
CDS_0018

CDS_0019

TemPhD_cluster_44123 4709:19796(+)

CDS_0016
CDS_0017

CDS_0018

IMGVR_UViG_3300036546_000201|3300036546|Ga0377192_000603 6158:18202(+)

CDS_0017

IMGVR_UViG_2602041645_000002|2602041645|2602066958|106155-137012 4783:19330(+)

CDS_0016
CDS_0017

CDS_0018 CDS_0023

IMGVR_UViG_3300016643_000320|3300016643|Ga0186770_10009|54115-84240 4776:18252(+)

CDS_0016 CDS_0021

IMGVR_UViG_2808606380_000009|2808606380|2808613816|3555-40514 6208:25643(+)

17 18 19 20 21 22 23 24

IMGVR_UViG_3300013632_000004|3300013632|Ga0122241_10011|60607-94806 5225:22290(+)

16
SoFic__SoFic (CDS_0017)

18 19 20
tail fiber assembly protein (CDS_0025)

26

TemPhD_cluster_52167 5225:19620(+)

CDS_0016 CDS_0017

IMGVR_UViG_2617271287_000003|2617271287|2617361877|77592-110773 5225:21281(+)

CDS_0016
SoFic__SoFic (CDS_0017)

CDS_0018

IMGVR_UViG_2767802260_000006|2767802260|2767837337|71444-103234 5511:19885(+)

CDS_0015
CDS_0016

CDS_0017
CDS_0018

IMGVR_UViG_2571042490_000009|2571042490|2571116735|76931-108517 5942:19260(+)

CDS_0016
toxin (CDS_0017)

toxin-antitoxin system HicB-like (CDS_0018)

CDS_0019

IMGVR_UViG_2897178995_000001|2897178995|2897178995|621698-654600 5512:21011(+)

15

SoFic__SoFic (CDS_0016)
toxin (CDS_0017)

toxin-antitoxin system HicB-like (CDS_0018)

19

TemPhD_cluster_23891 5512:18818(+)

toxin (CDS_0015)
toxin-antitoxin system HicB-like (CDS_0016)

CDS_0017

IMGVR_UViG_2740892077_000004|2740892077|2740908687|138155-170680 5926:20625(+)

18 19
toxin (CDS_0020)

toxin-antitoxin system HicB-like (CDS_0021)

22

IMGVR_UViG_2579778620_000002|2579778620|2579792280|159478-191089 5228:19678(+)

CDS_0016
toxin (CDS_0017)

toxin-antitoxin system HicB-like (CDS_0018)

CDS_0019

IMGVR_UViG_2908492839_000008|2908492839|2908492839|4856890-4890595 5512:21805(+)

15 16 17
toxin (CDS_0018)

toxin-antitoxin system HicB-like (CDS_0019)

20

IMGVR_UViG_2687453120_000002|2687453120|2687453517|748579-782205 5512:21735(+)

RM__Type_I_MTases___Type_I_MTases_FAM_0 (CDS_0015)

16 17
toxin (CDS_0018)

toxin-antitoxin system HicB-like (CDS_0019)

20

IMGVR_UViG_2671180558_000003|2671180558|2671245678|69926-105111 5224:23285(+)

Reverse transcriptase (CDS_0016)
17

SoFic__SoFic (CDS_0018)
toxin (CDS_0019)

toxin-antitoxin system HicB-like (CDS_0020)

21

TemPhD_cluster_44181 5224:19249(+)

toxin (CDS_0016)
toxin-antitoxin system HicB-like (CDS_0017)

CDS_0018

IMGVR_UViG_2660238684_000010|2660238684|2660335237|77258-112831 5224:23673(+)

16 17 18

SoFic__SoFic (CDS_0019)

20
toxin (CDS_0021)

toxin-antitoxin system HicB-like (CDS_0022)

23

IMGVR_UViG_2721755597_000003|2721755597|2721801113|630502-666585 5512:24183(+)

Septu__PtuA (CDS_0015)

16
transposase (CDS_0017)

18 19 20 21 22 23 24

IMGVR_UViG_2548876757_000002|2548876757|2548957406|630103-666186 5512:24183(+)

Septu__PtuA (CDS_0015)

16
transposase (CDS_0017)

18 19 20 21
toxin (CDS_0022)

toxin-antitoxin system HicB-like (CDS_0023)

24 30

IMGVR_UViG_2718218426_000003|2718218426|2718229215|632465-666579 5512:22214(+)

transposase (CDS_0015) 16 17 18 19
toxin (CDS_0020)

toxin-antitoxin system HicB-like (CDS_0021)

22

TemPhD_cluster_61864 5225:25283(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0016)
17

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0018)

19 20 21
transposase (CDS_0022)

23 24

TemPhD_cluster_51968 5514:20560(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0015)
CDS_0016 CDS_0017

IMGVR_UViG_2660238583_000006|2660238583|2660323245|65808-97396 4902:21256(+)

CDS_0017
CDS_0018 CDS_0019 CDS_0024

IMGVR_UViG_2695420827_000009|2695420827|2695486060|56865-88083 4404:20895(+)

CDS_0013
CDS_0014 CDS_0015

IMGVR_UViG_3300009944_000229|3300009944|Ga0133256_117081|471-32015 4393:21181(+)

CDS_0013
CDS_0014

CDS_0015
tail fiber protein (CDS_0016)

TemPhD_cluster_52195 4393:21079(+)

CDS_0013
CDS_0014

tail fiber protein (CDS_0015)

IMGVR_UViG_3300034072_000998|3300034072|Ga0310127_001037 6726:23916(+)

CDS_0018
CDS_0020

CdpA (VF0432) (CDS_0021)

CDS_0022
CDS_0023

10000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function Defence

Virulence


