tail protein with endopeptidase domain (CDS_0016)
tail fiber protein (CDS_0019)
holin (CDS_0022)

minor tail protein (CDS_0018)  endolysin (CDS_0023) CDS_0025
cbs 0020 \ I integrase (CDS_0027) CDS_0029
tail protein (CDS_0017) | CDs 0021 CDS_0024 CDS_0026 CDS_0028|  transcriptional regulator (CDS_0030)
TemPhD_cluster_42631 15157:24990(+)
holin (CDS_0023)
endolysin (CDS_0024)
CcDS0022 | | AbiD_AbiD(CDS.0025)
TemPhD._cluster_ 16629 15207:25255(+) .
holin (CDS_0023)
endolysin (CDS_0024)
CDS_0022 | AbiD_ AbiD (CDS_0025)
I I
TemPhD_cluster_27735 15205:25413(+)
holin (CDS_0023)
minor tail protein (CDS_0019)  endolysin (CDS_0024)
CDS_0016 CDS_0022 | AbiD_ AbiD (CDS_0025)
I I I
TemPhD_cluster 42752 14377:25381(+)
holin (CDS_0023)
endolysin (CDS_0024) MMB_gp29_gp30_gp29 (CDS_0029)
CDS_0022 | AbiD__AbiD (CDS_0025) CDS_0030

TemPhD_cluster_49681 14672:27117(+)

holin (CDS_0023)
endolysin (CDS_0024)

CDS_0022 | CDS_0025
Y S F— ey Wy IV oy S G o
TemPhD_cluster_26180 15176:25194(+)
holin (CDS_0022)
endolysin (CDS_0023)
CDS 0021 | AbiD__AbiD (CDS_0024) CDS_0028 CDS_0029

TemPhD_cluster_14418 15184:26218(+)

holin (CDS_0023)
endolysin (CDS_0024)
CDS_0022 | CDS_0025 CDS_0029

TemPhD_cluster_21820 14633:25364(+)

holin (CDS_0022)
endolysin (CDS_0023)
21 \ 24 acetyltransferase (CDS_0025)

i#

TemPhD_cluster_42298 14358:25011(+)

holin (CDS_0023)
endolysin (CDS_0024)
CDS_0022 CDS_0025 CDS_0030

TemPhD_cluster_16587 14631:26247(+)

holin (CDS_0023)
endolysin (CDS_0024)
22 | 25 26 27 Retron_VI_HTH (CDS_0034) 35

TemPhD_cluster 21856 15171:27092(+)

holin (CDS_0023)
endolysin (CDS_0024)
CDS_0022 | AbiD__AbiD (CDS_0025)

TemPhD_cluster_25910 14410:25318(+)

holin (CDS_0022)  AbiD__AbiD (CDS_0024)
endolysin (CDS_0023)
21 | 25

#
:

TemPhD_cluster_41231 15166:25760(+)

holin (CDS_0022)
endolysin (CDS_0023)
21 | 24 anti-CRISPR-Cas (AcrlB) (CDS_0025)

TemPhD_cluster_19394 15163:25067(+)

holin (CDS_0023)
er?olysin (CDS_0024) AbiD_ AbiD (CDS_0026)
22 25

TemPhD_cluster_49944 14379:25451(+)

holin (CDS_0022)
endolysin (CDS_0023)
CDS_0021 AbiD_AbiD (CDS_0024)

TemPhD_cluster_11899 15163:25444(+)

holin (CDS_0023)
endolysin (CDS_0024)
CDS_0022 ‘ CDS_0025

i+

TemPhD_cluster_21731 15199:22981(+)

holin (CDS_0022)
endolysin (CDS_0023)
CDS_0021 | AbiD__AbiD (CDS_0024)

TemPhD_cluster_25674 15163:23894(+)

holin (CDS_0023)
endolysin (CDS_0024)
CDS_0022 | CDS_0025

i+

TemPhD_cluster_42051 14399:25100(+)

holin (CDS_0022)
endolysin (CDS_0023)
CDS_0021 | CDS_0024

%

TemPhD_cluster_32531 15166:23520(+)

holin (CDS_0023)
endolysin (CDS_0024)
22 | 25 MazF-like growth inhibitor (CDS_0026)

TemPhD_cluster_36595_ 15470:24073(+)

holin (CDS_0022)
endolysin (CDS_0023)
21 | 24

N
v

}

TemPhD_cluster_49450 15165:25356(+)

holin (CDS_0023)
endolysin (CDS_0024)
22 | 25

N
o

TemPhD_cluster_27803 15193:23815(+)

holin (CDS_0023)
endolysin (CDS_0024)
22 | 25 26

IMGVR_UVIG_2713897251_000001|2713897251\271395?1‘% 146608-189240 15170:22773(+)

holin (CDS_0023)
endolysin (CDS_0024)
22 \ 25 26 acetyltransferase (CDS_0027)

%

TemPhD_cluster_61266 15217:23924(+)

holin (CDS_0023)
endolysin (CDS_0024)
22 | 25 26 acetyltransferase (CDS_0027)

5#

TemPhD_cluster_36550_ 15235:25424(+)

holin (CDS_0022) acetyltransferase (CDS_0026)
endolysin (CDS_0023)
21 | 24 25 27

i
%

TemPhD_cluster_29404 15169:26662(+)
holin (CDS_0023) PD-T4-9_PD-T4-9_C(CDS_0027)

endolysin (CDS_0024)
22 | 25 26 28 31 32 33 34
T OO /00— J HO—{ > { —C—

IMGVR_UViG_2778261433_000001|2778261433]2778310001|365101-409253 14670:28342(+)
holin (CDS_0023) PD-T4-9__PD-T4-9_C(CDS_0027)

endolysin (CDS_0024)
22 | 25 26 28
[ S Sy R T S W N Wy I W S G
TemPhD_cluster 24643 14670:26405(+)
holin (CDS_0023)
minor tail protein (CDS_0019) eﬁolysin (CDS_0024)

CDS_0014 tail length tape measure protein (CDS_0015) CDS_0022 \ AbiD__AbiD (CDS_0025)
I, IR M B B D D B I

TemPhD_cluster 42455 8371:22258(+)

endolysin (CDS_0025)
CDS_0026 MazF-like growth inhibitor (CDS_0028)
CDS_0024 ‘Jcps_0027

E{

TemPhD_cluster_50148 16240:25660(+)

holin (CDS_0023)

endolysin (CDS_0025)
22 24 26 27 MazF-like growth inhibitor (CDS_0028)

E#

TemPhD_cluster 27870 15174:25638(+)
CDS_0026 MazF-like growth inhibitor (CDS_0028)

‘[cDs_0027

I
TemPhD_cluster_20490 16239:26411(+)
holin (CDS_0022)

endolysin (CDS_0024)
21 23 25 26 MazF-like growth inhibitor (CDS_0027)

}

TemPhD_cluster_18464 15159:25596(+)

holin (CDS_0023)

endolysin (CDS_0025)
22 24 26 27 MazF-like growth inhibitor (CDS_0028)

%

TemPhD_cluster_23628_ 15175:24066(+)

holin (CDS_0022)

endolysin (CDS_0024)
21 23 25 26 MazF-like growth inhibitor (CDS_0027)

TemPhD_cluster_22473_ 14369:25593(+)

holin (CDS_0022)
endolysin (CDS_0024)
21 23 25 26

i?

TemPhD_cluster_35906_ 15163:25804(+)

holin (CDS_0022)

endolysin (CDS_0024)
21 23 AbiD__AbiD (CDS_0025)

E#

TemPhD_cluster 41675 15166:25576(+)

holin (CDS_0023)

endolysin (CDS_0025)
22 24 AbiD__AbiD (CDS_0026)

TemPhD_cluster 42302 15425:26119(+)

holin (CDS_0022) AbiD_ AbiD (CDS_0026)
CDS 0021 | CDS.0023CDS_0025

TemPhD_cluster_27344 15165:25225(+)

holin (CDS_0022)  AbiD_AbiD (CDS_0024)
endolysin (CDS_0023)
21 | 25

IMGVR_UViG_2563366558_000002|2563366558|2563369954|2838472-2884475 15164:28522(+)
holin (CDS_0022)

endolysin (CDS_0024)
21 23 AbiD__AbiD (CDS_0025)

IMGVR_UVIG_2663762952_000001|2663762952\266379?50|355532*400963 15166:28340(+)

holin (CDS_0022)
endolysin (CDS_0023)
21 | 24 anti-CRISPR-Cas (AcrlB) (CDS_0025)

IMGVR_UViG_2891951835_000001|2891951835/2891951835|93441-138343 15163:27830(+)

holin (CDS_0023)
endolysin (CDS_0024)
22 | 25 26

IMGVR_UViG_2740892446_000001|2740892446|2740985615[145678-188286 15167:26732(+)

CDS_0029
CDS_0027 CDS_0028 CDS_0030 CDS_0034 CDS_0035

IMGVR_UVIG_2778261262_000001|2778261262|2778295126|71482-116739 18293:29433(+)

holin ((13§_0023) acetyltransferase (CDS_0027)
endolysin (CDS_0024) HNH endonuclease (CDS_0028)
22 | 25 26 | 29 30

TemPhD_cluster_27773 15169:27065(+)

holin (CDS_0023) acetyltransferase (CDS_0027)
endolysin (CDS_0024) HNH endonuclease (CDS_0028)
22 | 25 26 | 29 30

TemPhD_cluster_41877 15208:26953(+)

HNH endonuclease (CDS_0028)
acetyltransferase (CDS_0027)
25 26 | 29 30

\
{

TemPhD_cluster_41397 15196:27012(+)

acetyltransferase (CDS_0026)
endolysin (CDS_0023) HNH endonuclease (CDS_0027)
21 22 24 25 28 29

#
:

TemPhD_cluster_60990 15166:26842(+)

endolysin (CDS_0024)
22 23 25 26 27 28

TemPhD_cluster_61181 14628:26558(+)

holin (CDS_0023)
endolysin (CDS_0024)
CDS 0022 | AbiD_ AbiD (CDS_0025)

TemPhD_cluster_22695 14376:26128(+)

holin (C@_0024)
endolysin (CDS_0025)
tail protein (CDS_0022) 23 \ 26 29

IMGVR_UViG_2627854007_000001|2627854007|2627908789|143838-185202 14669:26932(+)

holin (@_0024)
endolysin (CDS_0025)
tail protein (CDS_0022) 23 \ 26

TemPhD_cluster_32606 14669:26260(+)
ferredoxin (CDS_0024)

holin (CDS_0023) 26
22 | | 25]

TemPhD_cluster_36517_ 14672:26048(+)

Protein of unknown function (Retron_VII_2__ DUF3800) (CDS_0025)
CDS_0022 CDS_0023 CDS_0026 CDS_0027

i#

TemPhD_cluster_49206 16237:26509(+)

Protein of unknown function (Retron_VII_2__ DUF3800) (CDS_0024)
holin (CDS_0022)
endolysin (CDS_0023)
21 | 25 26

iﬁ
%

TemPhD_cluster_24458 15166:26477(+)

Protein of unknown function (Retron_V1I_2_ DUF3800) (CDS_0024)
holin (CDS_0022)

endolysin (CDS_0023)

21 | 25 26

TemPhD_cluster 41514 15183:24926(+)

Protein of unknown function (Retron_V1I_2_ DUF3800) (CDS_0025)
holin (CDS_0023)

endolysin (CDS_0024)

22 | 26 27

TemPhD_cluster_24544 15216:27284(+)

Protein of unknown function (Retron_VII_2_ DUF3800) (CDS_0025)
holin (CDS_0023)
endolysin (CDS_0024)
22 | 26 27

iﬁ
%

TemPhD_cluster_27724 15178:26551(+)

Protein of unknown function (Retron_VII_2_ DUF3800) (CDS_0025)
endolysin (CDS_0024)
22 23 26 27

iﬁ
4

TemPhD_cluster_50003 15221:26534(+)

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0025)
holin (CDS_0023)
endolysin (CDS_0024)
22 |

26 27

iﬁ
%

TemPhD_cluster_36542_ 15169:26411(+)

CDS_0025
| cDs_0026 CDS_0027 CDS_0028

TemPhD_cluster_41405 16205:26494(+)

Protein of unknown function (Retron_VII_2__ DUF3800) (CDS_0025)
endolysin (CDS_0024)
22 23 26 27 34 35

IMGVR_UViG_2744054507_000001|2744054507|2744062604|370999-411164 15177:28305(+)

endolysin (CDS_0024)
22 23 AbiD__AbiD (CDS_0025) 26 27

TemPhD_cluster_10854 15190:25361(+)

endolysin (CDS_0024)
22 23 AbiD__AbiD (CDS_0025) 26 27

TemPhD_cluster_19834 15221:26873(+)

AbiD__AbiD (CDS_0024)
CDS_0025 CDS_0026

i#

TemPhD_cluster_19342 16194:27139(+)

holin (CDS_0023)
endolysin (CDS_0024)
22 ‘ 25 26 MazF-like growth inhibitor (CDS_0027)

%

TemPhD_cluster_24733 15199:25291(+)

Protein of unknown function (Retron_VIl_2_ DUF3800) (CDS_0024)
holin (CDS_0022)
endolysin (CDS_0023)
21 | 25 27

%
%

TemPhD_cluster_27763 15166:26331(+)

holin (CDS_0023)
endolysin (CDS_0024)
22 | 25 26

%

TemPhD_cluster_25894 15212:26515(+)

acetyltransferase (CDS_0027)
CDS_0026
CDS.0025 | |  CDS.0028

TemPhD_cluster 49866 16234:25942(+)

holin (CDS_0023)
lendolysin (CDS_0025)
tail protein (CDS_0021) 22 24 AbiD__AbiD (CDS_0026)

gi

TemPhD_cluster 41604 15163:26779(+)
tail protein (CDS_0021)

holin (CDS_0023)
CDS_0022 CDS_0024

TemPhD_cluster_21680 15445:25831(+)

holin (CDS_0024)
tail protein (CDS_0022) 23endolysin (CDS_0025) 26 27

TemPhD_cluster 49194 15217:24442(+)

holin (Cg_0024)
tail protein (CDS_0022) 23endolysin (CDS_0025) 26 27

TemPhD_cluster_23523_ 15217:26013(+)
tail protein (CDS_0023)

holin (CDS_0025)
CDS_0024 CDS_0026 CDS_0028 CDS_0029

IMGVR _UVIG_2645727509_000001|2645727509|2645729999| E246*191373 15216:23209(+)
tail protein (CDS_0022)

holin (CDS_0024)
CDS_0023 CDS_0025

TemPhD_cluster 41866 15217:24661(+)

holin ((13§_0024)
endolysin (CDS_0025)
tail protein (CDS_0022) 23 \ 26 acetyltransferase (CDS_0027)

§+

TemPhD_cluster_36787_ 15212:25699(+)

holin (CDS_0024)
endolysin (CDS_0025)
tail protein (CDS_0022) 23 | 26 acetyltransferase (CDS_0027)

§+

TemPhD_cluster_36483_ 15217:26360(+)
tail protein (CDS_0021) CDS_0022 CDS_0025 acetyltransferase (CDS_0026)

TemPhD_cluster_25970 14368:24001(+)

endolysin (CDS_0025)
tail protein (CDS_0022) 23 24 26 acetyltransferase (CDS_0027)
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CDS_0025 MazF-like growth inhibitor (CDS_0027)
tail protein (CDS_0021) CDS_0022 TC DS_0026

TemPhD_cluster 41972 16204:25880(+)
CDS_0025 acetyltransferase (CDS_0026)
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X . B (+)

holin (CDS_0022) CDS 0025 CDS 0027
CDS 0021 | CDS.0023 CDS_0026 CDS 0028

TemPhD_cluster_36790_ 15173:24652(+)
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