transcriptional regulator (CDS_0046)
CDS_0039 CDS_0043
CDS_0041  CDS_0044 CDS_0048 CDS_0050 endonuclease (CDS_0052)
DS_0040 CDS_0042 | ~ |CDS_0045 CDS_0047 | CDS_004% CDS_0051 CDS_0053 CDS_0054
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IMGVR_UViG_3300008716_000096|3300008716|Ga0113874_100449 32314:39176(+)

transcriptional regulator (CDS_0051)
CDS_0053
CDS_0047 CDS_0052]
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IMGVR_UViG_3300023499_000298|3300023499|Ga0257052_100356|404-52161 33822:39462(+)

CDS_0049
CDS 0051
transcriptional regulator (CDS_0048) CDS_0050

uvig_199027 32967:38664(+)

transcriptional regulator (CDS_0050) CDS_0052 CDS_0058 CDS_0060
CDS_OOSIT CDS_0057 CDS_0059

IMGVR_UViG_3300045988_061235|3300045988|Ga0495776_114290 34662:41979(+)

transcriptional regulator (CDS_0050) CDS_0052
CDS_0051]
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MGV-GENOME-0316016 34662:41979(+)

CDS_0052
CDS_0054
transcriptional regulator (CDS_0051) CD@

IMGVR_UViG_3300045988_067023|3300045988|Ga0495776_171052 33887:41140(+)

transcriptional regulator (CDS_0052)
53 54 55 56 57
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uvig_584097 33177:41715(+)
transcriptional regulator (CDS_0049) 50 51 52 53 58 59 60

IMGVR_UViG_3300045988_042310[3300045988|Ga0495776_078308 33031:41462(+)
transcriptional regulator (CDS_0045) 46 47 48 49

MGV-GENOME-0324625 32860:40979(+)
transcriptional regulator (CDS_0045) 46 47 48 49

IMGVR _UViG_3300045988 095546|3300045988|Ga0495776_188539 32860:40979(+)
transcriptional regulator (CDS_0059) 60 61 62 63
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uvig_437260 44018:52450(+)
transcriptional regulator (CDS_0048) 49 50 51 52 53

MGV-GENOME-0313116 32825:41068(+)
transcriptional regulator (CDS_0046) 47 48 49 50 51 56

IMGVR _UViG_3300045988 062930[3300045988|Ga0495776_170486 32062:39844(+)
transcriptional regulator (CDS_0050) 51 52 535455 56 57
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DNA methyltransferase (CDS_0046)
cysH_IV-B_1 (CDS_0045)
44 47 transcriptional regulator (CDS_0052) 53 54 5556 62
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(+)
transcriptional regulator (CDS_0052) 53 54 55 56

IMGVR_UViG_3300045988_060023|3300045988|Ga0495776_057372 33078:42804(+)

transcriptional regulator (CDS_0044) CDS_0046
CDS_0045 CDS_0047
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IMGVR_UViG_3300045988_057427|3300045988|Ga0495776_170309 31102:37737(+)

transcriptional regulator (CDS_0041) CDS_0043
CDS_0042 CDS_0044
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MGV-GENOME-0303405 28753:35711(+)
transcriptional regulator (CDS_0058) 59 6061 62 63 68

Han_2018_ERR1398174_NODE_185_length_63003_cov_6.760580 45140:52505(+)

transcriptional regulator (CDS_0053)
52 54 55 56 57
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(+)
transcriptional regulator (CDS_0059) 60 6162 63 64

uvig_397355 43483:51417(+)
transcriptional regulator (CDS_0043) 44 4546 47 48

MGV-GENOME-0320410 30720:37896(+)

transcriptional regulator (CDS_0046)
44 47 4849 50 51
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IMGVR_UViG_2843288022_000002|2843288022|2843288022(461173-510180 31576:39282(+)
transcriptional regulator (CDS_0053) 54 55 56 57 58 59 60 61 62

IMGVR_UViG_3300045988_067060|3300045988|Ga0495776_113397 34793:44902(+)
transcriptional regulator (CDS_0066) 65 64 63 62 61 60 59 58 57

uvig 49669 37693:47802(-)
transcriptional regulator (CDS_0047) 48 49 50 51 52 53 54

MGV-GENOME-0318774 32407:42072(+)

CDS_0050
CDS_ 0049 | CDS 0051 CDS_0054

IMGVR_UViG_3300045988_069920|3300045988|Ga0495776_171295 33189:39158(+)

transcriptional regulator (CDS_0052)
CDS_0054
CDS_0047 CDS_0050 CDS_0053 CDS_0055 endonuclease (CDS_0057)

uvig 253574 33533:41790(+)

4000 nt 1

DNA, RNA and nucleotide metabolism other transcription regulation unknown function Defence
| I



