Avd protein of DGR (CDS_0027) DNA binding protein (CDS_0034)

RT_IN-AM_III-B_2 (CDS_0028) methyltransferase (CDS_0035)
transposase (CDS_0032)
holin (CDS_0031) CDS_0036
CDS_0025 holin (CDS_0030) €DS_0037
“|cDs_0026 CDS_0029| CDS_0033 | |] cDs.0038

I ——
Han_2018_ERR1398078_NODE_91_length_52365_cov_99.816421 21059:30446(+)

CDS 0030 holin (CDS_0032)
CDS_0024 CDS_0028 CDS 0031

|
MGV-GENOME-0314252 20884:28767(+)

RT_III-AM_III-B_2 (CDS_0028)
CDS_0030
CDS_0023 CDS_0029

I
IMGVR_UViG_3300023499_000298|3300023499|Ga0257052_100356[404-52161 20307:28544(+)

RT_I1I-AM_III-B_2 (CDS_0028) holin (CDS_0031)
CDS_0029
CDS_0030

!i

IMGVR_UViG_3300045988_06 1235|3300045-988\Ga04957767114290 20298:29506(+)

endolysin (CDS_0029)
RT_I1I-AM_I11-B_2 (CDS_0028) holin (CDS_0031)
CDS_0030

l*

MGV-GENOME-0311500 20332:28621(+)

DNA methyltransferase (CDS_0042)
CDS_0035 DNA methyltransferase (CDS_0043)
CDS_0038 CDS_0041
CDS_0036 | CDS_0040 ‘

CDS 0034 |[  CDS_0039 | 'CDS_0044

I -—
IMGVR_UViG_3300045988_060023|3300045988|Ga0495776_057372 21465:33611(+)
CDS_0030 CDS_0031 CDS_0033 CDS_0035

IMGVR_UViG_3300045988_067060|3300045988|Ga0495776_113397 21065:31206(+)
endolysin (CDS_0029) 33 34 35 36 37 38 39 40

uvig 473423 21091:37577(+)
33 34 35 36 37 38 39 41 42

uvig 397355 21105:38432(+)
RT_III-AM_III-B_2 (CDS_0028)

hemolysin (CDS_0031)
endolysin (cos_®29)
| cbs 0030 CDS_0034
) N e N W e e VDY
uvig 462575 20311:27943(+)
CDS_0038
RT_III-AM_III-B_2 (CDS_0028) CDS_0033 CDS.0037 |  DNA methyltransferase (CDS_0039)

uvig 481856 21106:33782(+)

CDS_0030
CDS_0029 | CDS.0031

MGV-GENOME-0318774 20918:31488(+)
33 34 35 36 37

uvig_127227 21107:32761(+)
CDS_0033

MGV-GENOME-0316115 21065:32762(+)
CDS_0034

MGV-GENOME-0311303 21450:32404(+)

O-antigen (VF0392) (CDS_0037)
33 34 35 36 38 39 40 41 42 43

uvig 437260 21066:43534(+)

CDS_0034
CDS_0033 CDS_0035

uvig 239866 21092:35156(+)
CDS_0031

IMGVR_UViG_3300045988 _062930[3300045988|Ga0495776_170486 21092:31015(+)
DNA methyltransferase (CDS_0033)

uvig 199027 21076:32036(+)

MazF-like growth inhibitor (CDS_0035)
33 34 36 multidrug efflux MATE transporter MepA (NFO00131.1) (CDS_0037)

SRS055533_a1_ct3903_vs1 21100:384?O(+)
33 34 35 36 37 41 44

uvig 246709 21090:37574(+)

transposase (CDS_0032)
hemolysin (CDS_0031)
endolysin (CDS_0029) 30 | | 33 34 35 36 37 38 39 40 Gabija_GajB_2 (CDS_0041)

Han_2018_ERR1398174 NODE_185_length_63003_cov_6.760580 20926:40118(+)

8000 nt 1

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other unknown function Defence Virulence AMR
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