
MGV-GENOME-0272580 7242:20379(+)

11
tail length tape measure protein (CDS_0012)

13 14 15 16 17 18

superinfection exclusion (CDS_0019)

20

transcriptional repressor (CDS_0021)

22
23

24 25 26
27

28

MGV-GENOME-0217211 7242:19566(+)

16 17 18 19
transcriptional regulator (CDS_0020)

21 27

MGV-GENOME-0246831 7254:25279(+)

16 17
18

holin (CDS_0019)
endolysin (CDS_0020)

21 22
integrase (CDS_0023)

24 25

superinfection exclusion (CDS_0026)

27 28 29

SAMEA3951662_b1_ct5 7242:24811(+)

16 17
18

19

endolysin (CDS_0020)

21 22 23 24 25
superinfection exclusion (CDS_0026)

27

transcriptional repressor (CDS_0028)

29

MGV-GENOME-0318153 7248:24860(+)

16 17
18

holin (CDS_0019)
endolysin (CDS_0020)

21 22 23 24 25
superinfection exclusion (CDS_0026)

27

transcriptional repressor (CDS_0028)

29

MGV-GENOME-0252789 7236:26037(+)

16 17
18

holin (CDS_0019)
endolysin (CDS_0020)

21 22
23

24
25

26 27 28

superinfection exclusion (CDS_0029)
Retron_VI__HTH (CDS_0030)

Retron_VI__HTH (CDS_0031)
Retron_VI__HTH (CDS_0032)

IMGVR_UViG_3300045988_112679|3300045988|Ga0495776_072208 7236:29407(+)

16 17
18

holin (CDS_0019)
endolysin (CDS_0020)

21 22
integrase (CDS_0023)

24

Druantia_II__DruM (CDS_0025)
anti-repressor (CDS_0026)

27
28

29

DNA methyltransferase (CDS_0030)

31 32
Retron_VI__HTH (CDS_0033)
transcriptional repressor (CDS_0034)

35

MGV-GENOME-0306865 7236:25630(+)

16 17
18

holin (CDS_0019)
endolysin (CDS_0020)

21 22 23 24

Druantia_II__DruM (CDS_0025)

26 27
28

Retron_VI__HTH (CDS_0029)

30

IMGVR_UViG_3300029039_000008|3300029039|Ga0169649_100317 6814:29987(+)

10 15 16
17

holin (CDS_0018)
endolysin (CDS_0019)

20 21
integrase (CDS_0022)

23

Druantia_II__DruM (CDS_0024)
anti-repressor Ant (CDS_0025)

26 27 28 29
Retron_VI__HTH (CDS_0030)
transcriptional repressor (CDS_0031)

32

MGV-GENOME-0276169 6814:25749(+)

15 16
17

holin (CDS_0018)
endolysin (CDS_0019)

20 21
integrase (CDS_0022)

23

Druantia_II__DruM (CDS_0024)
anti-repressor Ant (CDS_0025)

26
Retron_VI__HTH (CDS_0027)

transcriptional repressor (CDS_0028)

29

uvig_114686 6808:27373(+)

15 16
17

holin (CDS_0018)
endolysin (CDS_0019)

20 21
integrase (CDS_0022)

23 24 25 26
Retron_VI__HTH (CDS_0027)
transcriptional repressor (CDS_0028)

29

MGV-GENOME-0266811 7242:28650(+)

16 17
18

holin (CDS_0019)
endolysin (CDS_0020)

21 22

integrase (CDS_0023)

24
25

anti-repressor Ant (CDS_0026)

27

DNA methyltransferase (CDS_0028)

29
30 31 32 33

Retron_VI__HTH (CDS_0034)
Retron_VI__HTH (CDS_0035)

36

IMGVR_UViG_3300045988_104347|3300045988|Ga0495776_147649 7242:28602(+)

16 17
18

holin (CDS_0019)
endolysin (CDS_0020)

21 22

integrase (CDS_0023)

24
25

anti-repressor Ant (CDS_0026)

27

DNA methyltransferase (CDS_0028)

29
30 31 32 33 34

transcriptional repressor (CDS_0035)
36

IMGVR_UViG_3300029502_000019|3300029502|Ga0244223_100708 7249:24347(+)

16 17
18

holin (CDS_0019)
endolysin (CDS_0020)

21 22 23 24

Retron_VI__HTH (CDS_0025)
Retron_VI__HTH (CDS_0026)

Retron_VI__HTH (CDS_0027)

uvig_284126 6821:24711(+)

15 16
17

holin (CDS_0018)
endolysin (CDS_0019)

20 21 22 23

Retron_VI__HTH (CDS_0024)
Retron_VI__HTH (CDS_0025)

Retron_VI__HTH (CDS_0026)

transcriptional repressor (CDS_0027)

28

MGV-GENOME-0210172 7236:18866(+)

16 17
18

holin (CDS_0019)

endolysin (CDS_0020)

MGV-GENOME-0288045 7248:22795(+)

16 17
18

holin (CDS_0019)
endolysin (CDS_0020)

21 22
integrase (CDS_0023)
transcriptional repressor (CDS_0024)

25

MGV-GENOME-0229385 7236:22144(+)

16 17
18

19

endolysin (CDS_0020)

21 22
Retron_VI__HTH (CDS_0023)

transcriptional repressor (CDS_0024)

25

MGV-GENOME-0244596 7236:24829(+)

16 17
holin (CDS_0018)

endolysin (CDS_0019)

20 21

integrase (CDS_0022)

23 24

superinfection exclusion (CDS_0025)
Retron_VI__HTH (CDS_0026)

Retron_VI__HTH (CDS_0027)
28

IMGVR_UViG_3300029739_000232|3300029739|Ga0245187_100130|93141-136206 7236:31624(+)

16 17
18

holin (CDS_0019)
endolysin (CDS_0020)

21 22
integrase (CDS_0023)

24 25
26

27
28

29 30 31 32 33 34

Retron_VI__HTH (CDS_0035)
Retron_VI__HTH (CDS_0036)

Retron_VI__HTH (CDS_0037)

transcriptional repressor (CDS_0038)

39

uvig_596189 7243:25559(+)

16 17
18

19

endolysin (CDS_0020)

21 22 23 24 25

Retron_VI__HTH (CDS_0026)
Retron_VI__HTH (CDS_0027)

transcriptional repressor (CDS_0028)

29

IMGVR_UViG_3300045988_101436|3300045988|Ga0495776_182987 7248:24641(+)

16 17
18

19

endolysin (CDS_0020)

21 22 23 24

Retron_VI__HTH (CDS_0025)
Retron_VI__HTH (CDS_0026)

transcriptional repressor (CDS_0027)

28

uvig_213843 7248:23186(+)

16 17 18 19 20

Retron_VI__HTH (CDS_0021)
Retron_VI__HTH (CDS_0022)

transcriptional repressor (CDS_0023)

24

uvig_146841 7242:25013(+)

16 17

18

19
20

21

endolysin (CDS_0022)

23

DNA methyltransferase (CDS_0024)
glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0025)

26 27

superinfection exclusion (CDS_0028)
Retron_VI__HTH (CDS_0029)

Retron_VI__HTH (CDS_0030)

transcriptional repressor (CDS_0031)

32

IMGVR_UViG_3300045988_120328|3300045988|Ga0495776_016082 7242:25887(+)

16

17

18
19

20 21 22

DNA methyltransferase (CDS_0023)

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0024)

25 26

superinfection exclusion (CDS_0027)

Retron_VI__HTH (CDS_0028)
Retron_VI__HTH (CDS_0029)

transcriptional repressor (CDS_0030)

31

MGV-GENOME-0237260 7249:23249(+)

16

17

18
19

20 21 22 23
Retron_VI__HTH (CDS_0024)
transcriptional repressor (CDS_0025)

26

uvig_141231 7236:18934(+)

CDS_0016
CDS_0017

transcriptional repressor (CDS_0018)

CDS_0019

MGV-GENOME-0202658 7246:17028(+)

CDS_0016
transcriptional repressor (CDS_0017)

CDS_0018

MGV-GENOME-0233234 7236:22897(+)

16 17
18

19
20

21

Retron_VI__HTH (CDS_0022)

23 24 25

superinfection exclusion (CDS_0026)

Retron_VI__HTH (CDS_0027)
transcriptional repressor (CDS_0028)

29

uvig_309016 7248:16339(+)

CDS_0016
Retron_VI__HTH (CDS_0017)

CDS_0018

uvig_366624 7236:17519(+)

CDS_0016
Retron_VI__HTH (CDS_0017)

Retron_VI__HTH (CDS_0018)

MGV-GENOME-0216599 7236:19895(+)

16 17 18

superinfection exclusion (CDS_0019)
Retron_VI__HTH (CDS_0020)

Retron_VI__HTH (CDS_0021)
22

MGV-GENOME-0231051 7242:18104(+)

16 17

Retron_VI__HTH (CDS_0018)
Retron_VI__HTH (CDS_0019)

20

MGV-GENOME-0236880 7242:23676(+)

16 17
18

19 20 21 22 23 24

Retron_VI__HTH (CDS_0025)
Retron_VI__HTH (CDS_0026)

27

MGV-GENOME-0227288 6814:20218(+)

15 16 17

superinfection exclusion (CDS_0018)
Retron_VI__HTH (CDS_0019)

Retron_VI__HTH (CDS_0020)
21

MGV-GENOME-0248669 6814:20019(+)

15 16 17 18

Retron_VI__HTH (CDS_0019)
Retron_VI__HTH (CDS_0020)

21

MGV-GENOME-0262939 6814:22064(+)

15

16

17
18

19 20 21 22

Retron_VI__HTH (CDS_0023)
Retron_VI__HTH (CDS_0024)

25

MGV-GENOME-0196984 6814:15814(+)

CDS_0015 CDS_0016

IMGVR_UViG_3300029850_000117|3300029850|Ga0245287_100661 7236:27566(+)

16 17

18

19
20

21 22 23 24 25 26 27 28

Retron_VI__HTH (CDS_0029)
Retron_VI__HTH (CDS_0030)

31

IMGVR_UViG_3300045988_119483|3300045988|Ga0495776_072195 7242:28969(+)

16

17

18
19

20

endolysin (CDS_0021)

22 23

integrase (CDS_0024)

2526
27

28
29

30 31 32 33 34 35
transcriptional repressor (CDS_0036)

37

MGV-GENOME-0260253 7242:21808(+)

16 17
18

holin (CDS_0019)

20 21

Retron_VI__HTH (CDS_0022)

Retron_VI__HTH (CDS_0023)
24 28 2930

9000 nt

integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function Defence AMR


