methyltransferase (CDS_0025)

endolysin (CDS_0019) CDS_0024
cbs 0020 cDs_0022 €DS_0026  exonuclease (CDS_0028)
CDS_0014 CDS_0015 CDS_0016 CDS.0017  CDS_0018 |CDS 0021 [CDS_0023 | CDS_0027
uvig 195811 12420:28530(+)
CDS_ 0017  CDS.0018 CDS_0021

MGV-GENOME-0283631 12420:28475(+)

CDS_0020 CDS_0023 CDS_0027
MGV-GENOME-0287453 16051:30332(+)

CDS_0020

MGV-GENOME-0286713 16051:30206(+)

CDS_0019 CDS_0020 CDS_0022

| ! ) O E— DD

IMGVR_UViG_3300045988_081784|3300045988|Ga0495776_020513 12174:29132(+)

CDS_0021 CDS_0029
CDS_0019  |CDS_0022 CDS_0028
MGV-GENOME-0286882 16078:30693(+)
CDS_0021 CDS_0029
IMGVR_UViG_3300045988_106356|3300045988|Ga0495776_014080 16066:29178(+)
CDS_0015 CDS_0019 DNA methyltransferase (CDS_0022)
uvig_161200 15288:27538(+)
CDS_0019
MGV-GENOME-0234162 15288:27538(+)
CDS_0023
CDS 0027

) ) D OE— DS T

MGV-GENOME-0282799 13092:29522(+)

CDS_0020
CDS_0019
MGV-GENOME-0280501 12165:29205(+)
CDS_0020
CDS_0019
MGV-GENOME-0275026 12444:29101(+)
CDS_0021
CDS_0016 CDS_0020 CDS_0026
MGV-GENOME-0285383 11830:28916(+)
CDS_0020
CDS 0019

! ) OEOOE—/-O0 {5

MGV-GENOME-0282626 11830:28600(+)

CDS_0025
HNH endonuclease (CDS_0019) CDS_.0024 | CDS_0026
uvig 444261_ 15465:29320(+)
CDS 0019
IMGVR _UViG_3300029374_000008|3300029374|Ga0243945_1000575 15465:29525(+)
CDS_0025
CDS_0020 CDS 0021 ] cDs.0026

0 O /D00 D100

IMGVR_UViG_3300045988_101386|3300045988|Ga0495776_132843 15453:30294(+)

CDS.0023
CDS_0021CDS_0022 | CDS_0024

0 O EiE——P000 0 {00

uvig_220900 15453:30493(+)

HNH endonuclease (CDS_0022)
CDs_0024
CDS_0021 CDS_0023

€D 0

0029

0 EEONE—/E0{0L B0

MGV-GENOME-0275903 15825:30230(+)

CDS_0025 HNH endonuclease (CDS_0030)
CDS_0023CDS_0024 | CDS_0026

0 O EEr——00-000 F S H {00

IMGVR_UViG_3300045988_099157|3300045988|Ga0495776_020396 16198:31706(+)
CDS_0025

CDS_0023CDS_0024 | CDS_0026

[ 0 L EE——m0-00C T S {00

MGV-GENOME-0286999 16198:31706(+)
CDS_0022CDS_0023

CDS_0032

HNH endonuclease (CDS_0030)

[ 0 O EiE——DOE D10

IMGVR_UViG_3300029766_000011|3300029766|Ga0242809_100920 16079:30078(+)

CDS_0022HNH endonuclease (CDS_0023)

| ) O o O— b1 0
uvig 429157 16079:30078(+)
CDS_0023
CDS.0022 |  CDS.0026  CDS.0028
| ) L EO—D0OD 0 {0
MGV-GENOME-0279585 16064:30458(+)
CDS_0020
| ) o HO—Ob1 o1 0

MGV-GENOME-0252357 15318:28482(+)
CDS_0022 CDS_0023
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MGV-GENOME-0277960 16079:29848(+)

CDS_0020 CDS_0021 CDS_0024

MGV-GENOME-0280972 15465:28513(+)
CDS_0028
CDS_0022 CDS_0023 T CDS_0029
MGV-GENOME-0285342 16085:30735(+)
CDS_0022 CDS_0023
uvig_386091 16085:30426(+)
CDS_0022 CDS_0025 CDS_0027
IMGVR _UViG_3300045988 119148|3300045988|Ga0495776_002629 15534:29377(+)
HNH endonuclease (CDS_0021)

MGV-GENOME-0275790 15828:29719(+)

CDS_0021 AAA ATPase domain (CDS_0027) CDS_0028

[ 0 T EO— Db

IMGVR _UViG_3300045988 088471|3300045988|Ga0495776_043530 15883:29943(+)
HNH endonuclease (CDS_0021)
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MGV-GENOME-0262258 15883:29943(+)

CDS_0020 CDS_0021
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MGV-GENOME-0276844 11898:26679(+)

CDS_0019 CDS_0020

[ 0 OEAHO——D-10D

MGV-GENOME-0280187 15453:25373(+)
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CDS_0020 HNH endonuclease (CDS_0022)
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MGV-GENOME-0267490 11899:26600(+)

CDS_0019
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MGV-GENOME-0269899 11831:26198(+)
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CDS_0019
MGV-GENOME-0273030 11831:27521(+)
CDS_0027
HNH endonuclease (CDS_0020) CDS_0026 CDS_0028

MGV-GENOME-0265237 15454:28400(+)

CDS_0019 CDS_0020 CDS_0023
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IMGVR_UViG_3300029565_000015|3300029565|Ga0244861_100448 12178:27529(+)

CDS_0019 CDS_0020

EEEDE—/D A

MGV-GENOME-0274747 12444:26945(+)
CDs 0021
CDS_0020

CDS_0027 CDS_0028

! ) EEE-E—/ DD

MGV-GENOME-0280203 12429:28175(+)

CDS_0020
CDS_0019
MGV-GENOME-0283277 12444:27441(+)
CDS_0020
CDS_0019
uvig 491852 12423:27483(+)
CDS_0021
CDS_0020
IMGVR _UViG_3300029231_000015|3300029231|Ga0168725_100305 13352:29102(+)
CDs 0021
CDS_0020
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MGV-GENOME-0250960 12450:27331(+)

CDS_0021 CDS_0022

[ I O EO——/D0{0D

MGV-GENOME-0286620 16081:27732(+)

virion structural protein (CDS_0012)
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MGV-GENOME-0290523 11566:27704(+)

CDS_0018

DED-E—/D- DD

EAAE— DD

CDS_0019 CDS_0020
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MGV-GENOME-0294124 11854:29099(+)

CDS_0021 CDS_0022

| 0 O /00000

IMGVR_UViG_3300045988_090255|3300045988|Ga0495776_020397 15825:27818(+)
CDS_0022 CDS_0023

| ) O /D000
MGV-GENOME-0282610 16061:28191(+)

CDS_0020
| ) O O 00

IMGVR_UViG_3300045988_093869|3300045988|Ga0495776_012859 15453:27140(+)

CDS_0019
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MGV-GENOME-0283992 12419:27245(+)

CDS_0
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MGV-GENOME-0276878 12419:26907(+)

019

CDS_0020 CDS_0021

| ! ) DR —-0

IMGVR_UViG_3300045988_096194|3300045988|Ga0495776_019432 12429:28439(+)
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OEE—0

OEOE—-0

CDS_0019
CDS_0018
MGV-GENOME-0258935 11806:27194(+)
CDS_0020
CDS_0019"
Wvig 382958 11830:27057(+)
CDS_0021
CDS0020 |  CDS 0024
Wvig 338544 16055:27785(+)
CDs 0021
CDS_0017 CDS_0020
uvig 253882 11899:28809(+)
CDS_0017 CDS_0020 CDS 0021
IMGVR UVIG_3300045988_106192|3300045988|Ga0495776_ 177378 11899:28680(+)
CDS_0020
CDS 0019 | CDS 0021
MGV-GENOME-0278967 11543:27519(+)
CDS 0021
CDS_0020

! ) OED-HE—D0

IMGVR_UViG_3300045988_111084|3300045988|Ga0495776_027573 12419:27519(+)

CDS 0019
CDS_0018"
uvig 274502 11818:26151(+)
CDS_0019
CDS 0018 CDS_0025 CDS_0026
MGV-GENOME-0247947 11819:29200(+)
CDS_0020 CDS_0024
uvig 115815 11911:30515(+)
CDS_0021 CDS_0022
IMGVR_UVIiG_3300045988 098860|3300045988|Ga0495776 014125 11899:28759(+)
CDS 0022
CDS 0021
IMGVR_UVIiG_3300045988 098059|3300045988|Ga0495776 055890 11899:28487 (+)
CDS_0018
| cps_0019

[0 ) )

MGV-GENOME-0271138 11289:27033(+)

tail protein (CDS_0009)
CDS_0010virion structural protein (CDS_0011) CDS_0015

CDS_0016
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EDED{ED—/{OD

MGV-GENOME-0278084 9332:25713(+)

CDS_0016 CDS_0017

DI ) D | O oo o—0
uvig 320258 10010:26807(+)
CDS_0012 CDS_0017 CDS_0018
0! ) - ) I 00
SAMNO0792059_al_ct22415 10165:27137(+)

CDS_0017 CDS_0018
DDA ) L ) o 0D
MGV-GENOME-0278112 10165:27362(+)

CDS_0016 CDS_0017
0! ) - > OO0
MGV-GENOME-0275057 10100:26594(+)

CDS_0017 CDS_0018
DDA ) o - OO0
MGV-GENOME-0254254 10165:26735(+)

CDS_0017 CDS_0018
0D ) o - oL oD
MGV-GENOME-0274625 10165:27839(+)

CDS_0017 CDS_0018
0! ) - > o oo—0D
uvig 312538 10165:27318(+)

CDS_0017 CDS_0018
DDA ) - - I o o—00
MGV-GENOME-0286287 10164:28052(+)

CDS_0017 CDS_0018

0! ) L O D00
uvig 292278 10685:26699(+)

CDS_0017 CDS_0018
DDA ) o — oL o—D
MGV-GENOME-0287111 10483:28243(+)

CDS_0015
o ) O Oo—OD
IMGVR_UViG_3300045988_097993|3300045988|Ga0495776_002178 10084:24865(+)

CDS_0017 CDS_0018
[O0EDA ) o - oL oO—D
uvig 477615 10483:28243(+)

CDS_0017
DDA ) o OoAO—0
MGV-GENOME-0283968 10686:25020(+)

CDS_0017 CDS_0018 CDS_0021 CDS 0022
0! ) - - T L o—OD

MGV-GENOME-0266370 10165:27201(+)

CDS_0016 CDS_0017

{0 X I,

IMGVR_UViG_3300045988_093910|3300045988|Ga0495776_054317 10441:25298(+)

CDS_0016 CDS_0017

e ) L I

uvig 95270 10710:26614(+)

CDS_0016 CDS_00
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oD A l I,

MGV-GENOME-0273255 10084:25108(+)

OEHD—/0D

o D

B 0150

CDS_0020

A A I -

A — 0

IMGVR_UViG_3300045988_106073|3300045988|Ga0495776_054102 11305:28818(+)

CDS_0020

A ) 0 H

) I I By WD)

MGV-GENOME-0293434 11305:28818(+)

CDS_0017 HNH endonuclease (CDS_0019)

v, A I -

EATEEOED—0E

uvig 256330 11329:29449(+)

CDS_0018 CDS_0020

e ) ) I e

EAHTEEOED—OD

IMGVR_UViG_3300045988_118164|3300045988|Ga0495776_092747 11567:29732(+)

HNH endonuclease (CDS_0019)

A 1 ) A OH>—DE
Wig 477999 11342:26587(+)
CDS_0017 CDS 0020
A 1 ) > oA O—-OP0E
MGV-GENOME-0267250 11313:28779(+)
CDS 0020

A 1 ) > A — P
MGV-GENOME-0270968 11313:29448(+)

CDS 0017 CDs 0018 CDS 0022
O ) L A HoO—0D{ 0 {1
Uvig 519926 10685:29650(+)

CDS 0017 CDS 0018
oD A ) L ) A O—1OD{ M0 {1
MGV-GENOME-0285319 10685:29650(+)

CDS.0016  CDS.0017CDS 0018 CDS 0023

e ) L A ErO—/-100C {1

MGV-GENOME-0286652 10685:27932(+)
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