tail length tape measure protein (CDS_0025)
Erf-like ssDNA aﬁealing protein (CDS_0026)
membrane associated protein (CDS_0021)
outer membrane protein (CDS_0022) transcriptional regulator (CDS_0034)
“exonuclease VII1 (CDS_0024) DNA primase (CDS_D033) DNA methyltransferase (CDS_0039)
tail protein (CDS_0020) 23 | | 2728 29 30 31 tail fiber protein (CDS_0032) 35 36 3738
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MGV-GENOME-0317710 15522:34882(+)

CDS_0029
T tail fiber protein (CDS_0030)

SAMNO5826549_al ct53962 vs1 16059:32764(+)
CDs_0021 tail fiber protein (CDS_0026)

SAMN11031437_al _ct263 15598:31417(+)

CDs_0027
CDS_0026 CDS_0028 tail fiber protein (CDS_0029)

MGV-GENOME-0313667 15929:33948(+)
21 26 27 28 29 tailfiber protein (CDS_0030)

MGV-GENOME-0307055 15508:33586(+)

CDS 0022  CDS_0024
CDS_002 tail fiber protein (CDS_0029) CDS_0034
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NC_054894.1 15825:30829(+)

tail fiber protein (CDS_0028) tail fiber protein (CDS_0029)

MGV-GENOME-0312253 15690:31520(+)

CDS_0029
tail protein (CDS_0020) CDS_0028 Ttail protein (CDS_0030) CDS_0036

NC_049816.1 15218:31600(+)

CDS_0027
CDS_0026 Ttail protein (CDS_0028)

MGV-GENOME-0311113 15220:31390(+)
tail fiber protein (CDS_0028)

TemPhD_cluster_46899 15221:30677(+)

tail fiber protein (CDS_0027)

NC_048132.1 15423:30874(+)

tail fiber protein (CDS_0029)
tail fiber protein (CDS_0028)

uvig_55317 15220:30658(+)
tail fiber protein (CDS_0028)

MGV-GENOME-4423569 15220:30658(+)
tail fiber protein (CDS_0029)

NC_054896.1 15894:30860(+)
tail fiber protein (CDS_0029)

MGV-GENOME-0307617 16434:31173(+)
tail fiber protein (CDS_0029)

NC_049818.1 15897:31625(+)

tail fiber protein (CDS_0029)

NC_049817.1 15896:31202(+)
tail fiber protein (CDS_0029)

NC_048204.1 16638:31968(+)

CDS_0030
CDS_0029 T tail protein (CDS_0031)

NC_047938.1 15894:31956(+)

CDS_0030
CDS_0029 Ttail protein (CDS_0031)

NC_048202.1 16099:32156(+)

CDS_0030
CDS_0029 | tail protein (CDS_0031)

NC_049814.1 15898:31803(+)

CDS_0029 CDS_0032
JcDs_0031 | tail protein (CDS_0033)

uvig 425920 21313:32020(+)

Cor anti-superinfection exclgsion (APIS032) (CDS_0024)
membrane associated protein (CDS_0023) CDS_0030

outer membrane protein (CDS_0022) | CDS_0029 | tail protein (CDS_0031)
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NC_054895.1 15895:31870(+)

outer membrane protein (CDS_0022) CDS_0028
[ N N, ey O T B S GO G — s
MGV-GENOME-0314950 15295:32353(+)

tail fiber protein (CDS_0027)
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uvig 268191 15223:31254(+)
tail fiber protein (CDS_0027) tail fiber protein (CDS_0028)

uvig 271732 15223:31309(+)
tail protein (CDS_0021) tail fiber protein (CDS_0028)
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MGV-GENOME-0314106 15221:31619(+)
tail fiber protein (CDS_0028) transcriptional regulator (CDS_0030)

NC_049830.1 15519:31082(+)
tail fiber protein (CDS_0029)

NC_049829.1 15520:29455(+)

CDS_0030
CDS 0029 | tail fiber protein (CDS_0031)

NC_049853.1 15520:31488(+)
29 30 31 32 tail fiber protein (CDS_0033)

NC_049825.1 15519:31991(+)

28 29 30 31 tailfiber protein (CDS_0032)

uvig 356372 15518:32797(+)

28 29 30 31 tail fiber protein (CDS_0032)

NC_049821.1 15521:32679(+)

28 29 30 31 tail fiber protein (CDS_0032)

NC_049823.1 15519:31966(+)

tail fiber protein (CDS_0032)
28 29 30 31 tail fiber protein (CDS_0033)

Rampelli_SM_25_ NODE_141 _length_51839_cov_10.912135 15520:33242(+)

28 29 30 31 tailfiber protein (CDS_0032)

NC_049827.1 15502:32741(+)
28 29 30 31 tailfiber protein (CDS_0032)

NC_049824.1 15520:32466(+)

28 29 30 31 tail fiber protein (CDS_0032)

MGV-GENOME-0314915 15520:33262(+)
28 29 30 31 tailfiber protein (CDS_0032)

NC_049852.1 15520:32778(+)

DNA methylase (CDS_0039)
29 30 31 32 tailfiber protein (CDS_0033) 38 | 41

MGV-GENOME-0313456 15516:32842(+)
29 30 31 32 tailfiber protein (CDS_0033)

MGV-GENOME-0314057 20750:32705(+)

tail fiber protein (CDS_0032)
28 29 30 31 tail fiber protein (CDS_0033)

uvig 369441 20851:33242(+)
28 29 30 31 tailfiber protein (CDS_0032)

NC_049828.1 15519:32435(+)

membrane protein (CDS_0023) tail fiber protein (CDS_0033)
24 29 30 31 32 tail fiber protein (CDS_0034) 38
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KC710998.1 14841:32577(+)
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