late transcriptional activator (CDS_0027) DNA binding protein (CDS_0033)

baseplate wedge subunit (CDS_0025) CDS_0029CDS_0031 EDS_0034
baseplate protein (CDS_0024) CDS_0026 CDS_0028 CDS_0030 | CDS 0032 | | CDS_0035 CDS 0036

| ) ) E-EE@EE-EC KK K

IMGVR_UViG_3300011234_000035|3300011234|Ga0120772_100050[3592-39500 20456:27209(+)

CDS_0030 CDS_0031 CDS_0034 CDS_0035 CDS_0037 CDS_0038

| ) OO = K T (A

IMGVR_UViG_2687453278_000003|2687453278|2687453775|2703499-2738656 20693:26869(+)

baseplate wedge subunit (CDS_0022)
CDS_0021 CDS_0026 CDS_0027 CDS_0028

[ 0 ) ) D —— - K —d

IMGVR_UViG_2718218116_000001|2718218116|2718228620|859878-898083 18360:26985(+)
CDS_0026 CDS_0027

[ L ) ) ) s KK -

IMGVR_UViG_2718218417_000001|2718218417|2718229186|864220-901025 19234:26460(+)

transposase (CDS_0027)

26 28 29 30

| ) ) ) M H—-a KK
IMGVR _UViG_2718218065_000001|2718218065|2718228507(878152-917104 19236:28607(+)

CDS_0027 CDS_0028 CDS_0029
| ) ) ) D — K HCKK —d
IMGVR_UVIiG 3300013660 000005|3300013660|Ga0121082 10001/232815-271715 20246:28251(+)

CDS_0026 CDS 0027 CDS_0030

| i ) ) ~-H— RO KEK HA
IMGVR_UViG_2636415506_000010|2636415506|2636427387(278738-315623 19291:26387(+)

CDS_0027
| o ) ) oA

IMGVR_UViG_2744054551_000002|2744054551|2744066764 19763:26256(+)

CDS_0028 CDS_0029

O ) &K KR K&K —d

IMGVR_UViG_2551306283_000007|2551306283|2551372009|92572-129865 19843:27033(+)

Serine protease (VF1055) (CDS_0028) CDS_0032

[ = ) ) — XA X —d

IMGVR_UViG_2675903262_000004|2675903262|2675951737|10809-48625 19837:27453(+)

CDS_0028

| o ) ) A T X —d
—d

IMGVR_UViG_2896876866_000001|2896876866|2896876866|917036-954014 19837:26615(+)

CDS_0026

[ 0 A A KK

IMGVR_UViG_2687453229_000003|2687453229|2687453688|1543694-1579912 19236:25873(+)

acetyltransferase (CDS_0027)

CDS_0029
CDS_0028 CDS_0030
IMGVR_UViG_2684622683_000012|2684622683|2684639305|73698-111947 19763:27978(+)
CDS_0028 CDS_0029

O ) } )~ K —H o O O o O

IMGVR_UViG_2908033579_000001|2908033579/2908033579(1092128-1130911 19837:28420(+)

CDS_0028  CDS_0029

[ 0 ) ) K } KK —d

IMGVR _UViG_2908021063_000006|2908021063]2908021063|3858931-3897127 19495:27834(+)
Acinetobactin (VF0467) (CDS_0027) CDS_0028

| o ) ) - A 1 HCC KK —a
IMGVR_UViG_2667528091_000008|2667528091|2667611646 20064:28293(+)
CDS_0026 CDS_0031
| r ) ) X KK A
IMGVR _UViG_3300031087_000504|3300031087|Ga0308161 1000787|7667-44042 19511:25989(+)
CDS_0026
| ) ) ) 1O K —=Cid

IMGVR_UViG_2648501166_000006|2648501166|2648506816|6246-43351 20311:26802(+)

CDS_0026

[ 0 ) ) % XK —d

IMGVR_UViG_3300013704_000007|3300013704|Ga0120886_100002|299399-336340 19999:26720(+)
CDS_0027 CDS_0028

[ 0 ) ) A - —d

IMGVR_UViG_2718218041_000003|2718218041|2718228478|1557441-1593922 19661:26107(+)

CDS_0026

[ ) ) HD—C-CEC <A

IMGVR_UViG_3300045018_000016|3300045018|Ga0438304_0000462 20577:27211(+)

CDS 0018 CDS 0023
P ) y 1 ) — KK ma
IMGVR_UVIG.2582580781 000012|2582580781|2582635061|2-34997 17605:24413(+)
CDS 0026 CDS.0027  CDS 0028 CDS 0034
| y ) 1 - —i { O & C KA

IMGVR_UViG_2551306304_000003|2551306304|2551374915 19680:28529(+)

baseplate wedge subunit (CDS_0024)
CDS_0021 CDS_0027  CDS_0028

) ) e ) ) —CEK —d

IMGVR_UVIG_2671180738_000012|2671180738|2671269238|38937-74957 17463:25646(+)

} 3000 nt i
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