
IMGVR_UViG_3300045988_127460|3300045988|Ga0495776_156112 18721:39418(+)

26 27 28 29 30 31 32
endolysin (CDS_0033)

34 35 36 37 38 39 40 41 42 43 44

ivig_3571 18994:39142(+)

29 30 31 32
amidase (CDS_0033)

34 35 36 37 38

IMGVR_UViG_3300029747_000370|3300029747|Ga0245228_100097|49457-113247 18721:39716(+)

29 30 31 32
endolysin (CDS_0033)

34 35 36 37
38

39 40

IMGVR_UViG_3300029721_000147|3300029721|Ga0245216_100045|20096-83410 18721:39240(+)

29 30 31 32
amidase (CDS_0033)

34 35 36 37 38 39

IMGVR_UViG_3300029885_000277|3300029885|Ga0245329_100122|61-62199 18721:38064(+)

29 30 31 32

endolysin (CDS_0033)

34
35

36
37

38 39

uvig_309911 18759:43879(+)

29 30 31 32
amidase (CDS_0033)

34 35 36 37 38 39 40 41 42 43

ivig_3805 18721:44020(+)

28 29 30 31 32 33
amidase (CDS_0034)

35 36 37 38 39 40 41
MntABC (VF0455) (CDS_0042)

43 44 45

IMGVR_UViG_3300006296_000059|3300006296|Ga0099628_100031|65379-130020 18536:40425(+)

31 32 33 34
endolysin (CDS_0035)

36 37 38 39
40

41 42

MGV-GENOME-0338106 18536:39892(+)

31 32 33 34
amidase (CDS_0035)

36 37 38 39 40

uvig_322653 17808:36509(+)

28 29 30 31
amidase (CDS_0032)

33 3435 36

uvig_243454 18706:36927(+)

29 30 31 32
amidase (CDS_0033)

34 35 36

IMGVR_UViG_3300045988_142664|3300045988|Ga0495776_155946 18375:38888(+)

29 30 31 32 33 34 35 36 37 38

IMGVR_UViG_3300045988_145145|3300045988|Ga0495776_187856 18375:38891(+)

29 30 31 32 33 34 35 36 37

uvig_130705 18375:40274(+)

29 30 31 32 33 34 35 36 37 38 39

OTU_567 18503:38931(+)

28 29 30 31 32 33 34 35 36 37

IMGVR_UViG_3300029681_000266|3300029681|Ga0245167_100184|14169-77273 18503:39066(+)

28 29 30 31 32 33 34 35 36 37 38

uvig_217136 18710:38859(+)

29 30 31 32 33 34 35 36 37

MGV-GENOME-0357104 15849:38631(+)

19
20 21 22 23 27 28 29 30 31 32 33 34 35 36 37

MGV-GENOME-0337500 15849:38224(+)

27 28 29 30 31 32 33 34 35

MGV-GENOME-0348937 18503:32347(+)

CDS_0028
CDS_0029

CDS_0030

MGV-GENOME-0323892 18503:32055(+)

CDS_0028
CDS_0029

MGV-GENOME-0349445 18503:32340(+)

CDS_0028
CDS_0029

SAMEA2737685_a1_ct5953_vs1 18503:36390(+)

28
dehydrogenase (CDS_0029)

30 31 32 33

MGV-GENOME-0346842 18721:32873(+)

CDS_0029
CDS_0030

CDS_0031

MGV-GENOME-0312520 18758:26296(+)

CDS_0028 CDS_0029

MGV-GENOME-0337714 19031:25363(+)

CDS_0029
CDS_0030

CDS_0031

MGV-GENOME-0312304 15556:23691(+)

CDS_0018
CDS_0020

CDS_0021

CDS_0023
CDS_0024

CDS_0026
CDS_0027

CDS_0028

10000 nt

lysis other unknown function Virulence


