CDS_0053

CDS_0045 MarR family transcrition regulator (CDS_0048) CDS_0052 Rz-like spanin (CDS_0056)
CDS_0046 CDS_0047 ED&M? CDS_0050 CDS_0051 CDS_0054CDS_0055 DNA methyltransferase (CDS_0057)

TemPhD_cluster_48351 31870:39793(+)

CDS_0050
CDS_0048  CDS_0049 CDS_0052

TemPhD_cluster_25509 31065:38988(+)
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TemPhD_cluster_40234 32666:42217(+)
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TemPhD_cluster_65464 108:8225(-)
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TemPhD_cluster_53520 6950:15175(+)
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TemPhD_cluster_53239 108:9209(-)

51 52 53 54 55 56

TemPhD_cluster_35129 33147:42248(+)
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TemPhD_cluster_65382 8231:16735(+)

51 52 53 54 55

TemPhD_cluster_59218 33187:41161(+)

PD-Lambda-5__ PD-Lambda-5_B (CDS_0010) 9 8 7 6
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TemPhD_cluster_53183 28:9775(-)
PD-Lambda-5_PD-Lambda-5_B (CDS_0051) 52 53 54 55
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TemPhD_cluster_29012 33165:42912(+)

PD-Lambda-5__PD-Lambda-5_B (CDS_0020) 21 22 23 24

TemPhD_cluster_44794 6898:16328(+)
PD-Lambda-5__PD-Lambda-5_B (CDS_0010) 9 8 7 )

TemPhD_cluster_19579 108:8718(-)
PD-Lambda-5__PD-Lambda-5_B (CDS_0010) 9 8 7 6

TemPhD_cluster_65574 76:8595(-)
PD-Lambda-5_ PD-Lambda-5_B (CDS_0048) 49 50 51 52 53

TemPhD_cluster 59914 31445:40154(+)
PD-Lambda-5__PD-Lambda-5_B (CDS_0048) 49 50 51 52 53

TemPhD_cluster_48261 31445:40155(+)

HNH endonuclease (CDS_0025)
PD-Lambda-5__ PD-Lambda-5_B (CDS_0020) 21 22 23 24 26

TemPhD_cluster_34056 8214:17335(+)
PD-Lambda-5__PD-Lambda-5_B (CDS_0050) 51 52
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TemPhD_cluster_9789 32259:41404(+)

PD-Lambda-5__PD-Lambda-5_B (CDS_0011) 10 9
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TemPhD_cluster_30905 28:9177(-)
PD-Lambda-5__PD-Lambda-5_B (CDS_0048) 49 50 51 52 53
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TemPhD_cluster_25474 31454:40603(+)

HNH endonuclease (CDS_0023)
PD-Lambda-5__ PD-Lambda-5_B (CDS_0020) 21 22 24

TemPhD_cluster_44738 8210:17197(+)
PD-Lambda-5__ PD-Lambda-5_B (CDS_0011) 10 9
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TemPhD_cluster_30878 108:8720(-)

PD-Lambda-5__PD-Lambda-5_B (CDS_0012) 11 10
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TemPhD_cluster_53222 108:9320(-)

PD-Lambda-5__ PD-Lambda-5_B (CDS_0008)
CDS 0015 CDS 0007
CDS_0016] Dnd_DndB (CDS_0011) ~| cps_0006

TemPhD_cluster_53249 2337:9833(-)
Dnd__DndB (CDS_0017)

TemPhD_cluster_1875 6181:13677(+)

PD-Lambda-5_PD-Lambda-5_B (CDS_0013)
HNH endonuclease (CDS_0009)
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TemPhD_cluster_38477 60:9345(-)

PD-Lambda-5_PD-Lambda-5_B (CDS_0052)
HNH endonuclease (CDS_0056)
51 53 54 55 57 58
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TemPhD_cluster_22297_ 33176:42461(+)

PD-Lambda-5_PD-Lambda-5_B (CDS_0052)
HNH endonuclease (CDS_0056)
51 53 54 55 57 58
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TemPhD_cluster_58943 33184:42508(+)

PD-Lambda-5__PD-Lambda-5_B (CDS_0058) HNH endonuclease (CDS_0062)
57 59 60 61 63 64
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TemPhD_cluster_57581 38785:48494(+)

PD-Lambda-5_PD-Lambda-5_B (CDS_0051)
50 52 53 54 55 56 57
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TemPhD_cluster_59034 33209:42431(+)

HNH endonuclease (CDS_0007)
CDS_0009 CDS_0008 CDS_0006
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TemPhD_cluster_44840 68:9090(-)

CDS_0019 CDS_0020 CDS_0021

TemPhD_cluster_65601 6926:15726(+)

HNH endonuclease (CDS_0008)
11 10 9 7
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TemPhD_cluster_53240 28:9106(-)

TemPhD_cluster_47963 31962:40810(+)

HNH endonuclease (CDS_0008)
PD-Lambda-5__ PD-Lambda-5_B (CDS_0011) 10 9 7

TemPhD_cluster_44721 108:9499(-)

HNH endonuclease (CDS_0053)
PD-Lambda-5__PD-Lambda-5_B (CDS_0050) 51 52 54
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TemPhD_cluster_21547 33145:42536(+)

HNH endonuclease (CDS_0008)
PD-Lambda-5_ PD-Lambda-5_B (CDS_0011) 10 9 7

TemPhD_cluster_44720 108:9835(-)
49 50 51 52 53

TemPhD_cluster_40306 32870:40816(+)
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