
IMGVR_UViG_2925520569_000005|2925520569|2925520569|3199710-3252483 44640:52772(+)

CDS_0040
CDS_0041

transcriptional repressor (CDS_0042)

CDS_0043
HNH endonuclease (CDS_0044)

anti-termination protein Q-like (CDS_0045)

Kiwa__KwaB_2 (CDS_0046)
Kiwa__KwaA (CDS_0047)

holin (CDS_0048)

CDS_0049
CDS_0050

CDS_0051
HNH endonuclease (CDS_0052)

CDS_0053

CDS_0054
CDS_0055

uvig_318268 34651:46982(+)

transcriptional activator (CDS_0032)
Avs_V__Avs5A (CDS_0033) CDS_0034

anti-termination protein Q-like (CDS_0040)

Kiwa__KwaB_2 (CDS_0041)
Kiwa__KwaA (CDS_0042)

TemPhD_cluster_57944 45559:53690(+)

CDS_0047
Kiwa__KwaB_2 (CDS_0048)

Kiwa__KwaA (CDS_0049) CDS_0053

IMGVR_UViG_2511231124_000003|2511231124|2511244535|3809103-3860317 39407:51213(+)

CDS_0035 CDS_0036 CDS_0041
Kiwa__KwaB_2 (CDS_0042)

Kiwa__KwaA (CDS_0043)

TemPhD_cluster_34667 40582:53380(+)

Gao_Ppl__PplA (CDS_0038)
anti-termination protein Q-like (CDS_0043)

CDS_0044 nucleoid associated protein (CDS_0045)

TemPhD_cluster_58713 38289:50250(+)

CDS_0036 CDS_0041 CDS_0042 nucleoid associated protein (CDS_0043)

IMGVR_UViG_2588254061_000005|2588254061|2588302800|316584-366272 40403:49687(+)

CDS_0039 CDS_0040
nucleoid associated protein (CDS_0041)

toxin-antitoxin system HicB-like (CDS_0042)

CDS_0043

IMGVR_UViG_2718217851_000003|2718217851|2718228063|3540201-3595518 46032:55316(+)

CDS_0044 CDS_0045
nucleoid associated protein (CDS_0046)

toxin-antitoxin system HicB-like (CDS_0047)

HNH endonuclease (CDS_0052)

TemPhD_cluster_46935 38319:50942(+)

CDS_0037
CDS_0038

CDS_0039

anti-termination protein Q-like (CDS_0044)

CDS_0045
nucleoid associated protein (CDS_0046)

toxin-antitoxin system HicB-like (CDS_0047)

TemPhD_cluster_57503 47656:55789(+)

CDS_0047
CDS_0048

CDS_0049

TemPhD_cluster_47196 39810:49597(+)

anti-termination protein Q-like (CDS_0043)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0044)

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0045)
toxin (CDS_0046)

toxin-antitoxin system HicB-like (CDS_0047)

TemPhD_cluster_47761 36033:47630(+)

35 anti-termination protein Q-like (CDS_0040)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0041)

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0042)
toxin (CDS_0043)

toxin-antitoxin system HicB-like (CDS_0044)

IMGVR_UViG_2634166475_000003|2634166475|2634543302|2334485-2380305 34188:45819(+)

CDS_0035 CDS_0036
CDS_0037

anti-termination protein Q-like (CDS_0042)

Kiwa__KwaB_2 (CDS_0043)
Kiwa__KwaA (CDS_0044)

terminase small subunit (CDS_0052)

TemPhD_cluster_57946 40228:52994(+)

CDS_0039 CDS_0040 CDS_0046
CDS_0047

CDS_0048 CDS_0052

TemPhD_cluster_57995 39993:52792(+)

CDS_0038 CDS_0043 CDS_0044 CDS_0048

TemPhD_cluster_47820 33500:47403(+)

35

anti-termination protein Q-like (CDS_0040)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0041)

42
Menshen__NsnA (CDS_0043)

toxin-antitoxin system HicB-like (CDS_0044)

48

TemPhD_cluster_58627 37560:50585(+)

35 40

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0041)

42
Menshen__NsnA (CDS_0043)

toxin-antitoxin system HicB-like (CDS_0044)

IMGVR_UViG_2700989576_000003|2700989576|2701098957|51786-106889 41224:54421(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0039)

40
Menshen__NsnA (CDS_0041)

42 43
transposase (CDS_0044)

transposase (CDS_0045)

holin (CDS_0046)

Rz-like spanin (CDS_0048)

49

TemPhD_cluster_46481 40210:1722(+)

terminase large subunit (CDS_0001)38 RloC__RloC (CDS_0039)
anti-termination protein Q-like (CDS_0044)

45 46 47 holin (CDS_0048)

IMGVR_UViG_2568526358_000002|2568526358|2568566783|95134-148323 39096:53188(+)

anti-termination protein Q-like (CDS_0042)
43 44 45 46

TemPhD_cluster_46524 40006:1722(+)

38
anti-termination protein Q-like (CDS_0044)

45 46 47 holin (CDS_0048)

IMGVR_UViG_3300011204_000011|3300011204|Ga0120774_100016|111578-164197 38725:52618(+)

anti-termination protein Q-like (CDS_0042)
43 44 45 holin (CDS_0046)

TemPhD_cluster_55995 42937:57400(+)

CDS_0046
CDS_0047

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0048)

CDS_0052

TemPhD_cluster_57805 39951:53607(+)

CDS_0043
Kiwa__KwaB_2 (CDS_0044)

Kiwa__KwaA (CDS_0045)

TemPhD_cluster_57443 39956:55462(+)

CDS_0043
CDS_0044

CDS_0045 CDS_0046

TemPhD_cluster_59888 35697:44631(+)

CDS_0041
CDS_0042

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0043)

TemPhD_cluster_59820 33397:44895(+)

CDS_0038
CDS_0039

CDS_0040 CDS_0044

IMGVR_UViG_2700989590_000003|2700989590|2701100550|94-45649 33183:44418(+)

CDS_0037 CDS_0038 nucleoid associated protein (CDS_0039)

IMGVR_UViG_2938772992_000002|2938772992|2938772992|3178221-3224475 33110:45117(+)

CDS_0032
anti-termination protein Q-like (CDS_0037)

CDS_0038 nucleoid associated protein (CDS_0039)

TemPhD_cluster_35313 31832:44941(+)

CDS_0033
CDS_0034

CDS_0035
anti-termination protein Q-like (CDS_0040)

CDS_0041 nucleoid associated protein (CDS_0042)

TemPhD_cluster_39548_ 43869:52793(+)

anti-termination protein Q-like (CDS_0045)
CDS_0046 nucleoid associated protein (CDS_0047)

TemPhD_cluster_58305 40308:51293(+)

DNA binding protein (CDS_0038)
CDS_0039 CDS_0044 CDS_0045 nucleoid associated protein (CDS_0046)

TemPhD_cluster_59809 31610:44947(+)

CDS_0039 CDS_0040
transposase (CDS_0041)

nucleoid associated protein (CDS_0042)

TemPhD_cluster_59961 33418:43607(+)

CDS_0037
Kiwa__KwaB_2 (CDS_0038)

Kiwa__KwaA (CDS_0039)

TemPhD_cluster_58195 42778:51896(+)

CDS_0044
Kiwa__KwaB_2 (CDS_0045)

Kiwa__KwaA (CDS_0046)

IMGVR_UViG_2687453201_000005|2687453201|2687453638|3269200-3315892 32852:45555(+)

CDS_0032 CDS_0037
Kiwa__KwaB_2 (CDS_0038)

Kiwa__KwaA (CDS_0039)

TemPhD_cluster_58203 42778:51876(+)

CDS_0044
Kiwa__KwaB_2 (CDS_0045)

Kiwa__KwaA (CDS_0046)

TemPhD_cluster_47147 37294:49113(+)

CDS_0036CDS_0037

anti-termination protein Q-like (CDS_0043)

Kiwa__KwaB_2 (CDS_0044)
Kiwa__KwaA (CDS_0045)

TemPhD_cluster_57895 44449:53252(+)

CDS_0043
Kiwa__KwaB_2 (CDS_0044)

Kiwa__KwaA (CDS_0045)

CDS_0046

TemPhD_cluster_47064 37560:49517(+)

anti-termination protein Q-like (CDS_0040)
Kiwa__KwaB_2 (CDS_0041)

Kiwa__KwaA (CDS_0042)
CDS_0043

TemPhD_cluster_13822 45056:53250(+)

anti-termination protein Q-like (CDS_0046)

Kiwa__KwaB_2 (CDS_0047)
Kiwa__KwaA (CDS_0048)

HNH endonuclease (CDS_0053)

IMGVR_UViG_2695420735_000006|2695420735|2695474841|36042-86527 41609:49803(+)

anti-termination protein Q-like (CDS_0042)

Kiwa__KwaB_2 (CDS_0043)
Kiwa__KwaA (CDS_0044)

TemPhD_cluster_13825 45056:53250(+)

anti-termination protein Q-like (CDS_0046)

Kiwa__KwaB_2 (CDS_0047)
Kiwa__KwaA (CDS_0048)

TemPhD_cluster_57505 35251:46925(+)

Abi alpha-like abortive infection mechanism (CDS_0036)
UmuD-like protein (CDS_0037) CDS_0042

Kiwa__KwaB_2 (CDS_0043)
Kiwa__KwaA (CDS_0044)

TemPhD_cluster_48094 33409:45208(+)

CDS_0035

anti-termination protein Q-like (CDS_0040)

Kiwa__KwaB_2 (CDS_0041)
Kiwa__KwaA (CDS_0042)

TemPhD_cluster_59661 33654:45330(+)

ssDNA thymidine ADP-ribosyltransferase, DarTG__DarT (CDS_0033)

DarTG__DarG (CDS_0034) CDS_0039
Kiwa__KwaB_2 (CDS_0040)

Kiwa__KwaA (CDS_0041)

TemPhD_cluster_39771_ 40877:49655(+)

anti-termination protein Q-like (CDS_0043)

Kiwa__KwaB_2 (CDS_0044)
Kiwa__KwaA (CDS_0045)

IMGVR_UViG_2860601343_000004|2860601343|2860601343|3141804-3197297 45981:54384(+)

Kiwa__KwaB_2 (CDS_0045)
Kiwa__KwaA (CDS_0046)

CDS_0047

TemPhD_cluster_58041 43793:53303(+)

CDS_0042
Kiwa__KwaB_2 (CDS_0043)

Kiwa__KwaA (CDS_0044)

CDS_0045

TemPhD_cluster_31293 44276:53786(+)

anti-termination protein Q-like (CDS_0044)
Kiwa__KwaB_2 (CDS_0045)

46
Kiwa__KwaA (CDS_0047)

48

IMGVR_UViG_3300029560_000250|3300029560|Ga0244856_100318|58-52647 43635:51909(+)

anti-termination protein Q-like (CDS_0045)

CDS_0046
FS_HsdR_like__DUF6731 (CDS_0047)

TemPhD_cluster_46516 40106:53254(+)

anti-termination protein Q-like (CDS_0043)
CDS_0044

FS_HsdR_like__DUF6731 (CDS_0045)

TemPhD_cluster_47994 33485:45576(+)

DNA binding protein (CDS_0033)
34 35

anti-termination protein Q-like (CDS_0040)

41

FS_HsdR_like__DUF6731 (CDS_0042)

transposase (CDS_0043)
transposase (CDS_0044)

TemPhD_cluster_57347 45916:56146(+)

CDS_0047 CDS_0048
nucleoid associated protein (CDS_0049)

CDS_0050

TemPhD_cluster_57796 43395:53624(+)

45 46
nucleoid associated protein (CDS_0047)

48 49

TemPhD_cluster_57640 40115:54376(+)

CDS_0043 CDS_0044
nucleoid associated protein (CDS_0045)

CDS_0046

TemPhD_cluster_28839 37556:52848(+)

35 36 37

anti-termination protein Q-like (CDS_0042)

43
nucleoid associated protein (CDS_0044)

45 46

TemPhD_cluster_57746 39924:53439(+)

42 43
nucleoid associated protein (CDS_0044)

45 46 50 51

TemPhD_cluster_58249 38424:48558(+)

CDS_0044 CDS_0045 nucleoid associated protein (CDS_0046)

TemPhD_cluster_46797 37159:51174(+)

CDS_0036 CDS_0037
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0038)

anti-termination protein Q-like (CDS_0042)

Kiwa__KwaB_2 (CDS_0043)
Kiwa__KwaA (CDS_0044)

CDS_0045

IMGVR_UViG_2554235007_000005|2554235007|2554235455|42058-96449 42717:53709(+)

46

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0047)

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0048)
toxin (CDS_0049)

toxin-antitoxin system HicB-like (CDS_0050)

IMGVR_UViG_2588254049_000001|2588254049|2588302492|2-46259 35212:45577(+)

42

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0043)

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0044)
toxin (CDS_0045)

toxin-antitoxin system HicB-like (CDS_0046)

TemPhD_cluster_58395 40440:50930(+)

CDS_0045
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0046)

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0047)

TemPhD_cluster_39354_ 46132:56729(+)

anti-termination protein Q-like (CDS_0045)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0046)

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0047)
toxin (CDS_0048)

toxin-antitoxin system HicB-like (CDS_0049)

53

IMGVR_UViG_2896813311_000005|2896813311|2896813311|2048110-2102130 42309:52910(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0045)

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0046)
toxin (CDS_0047)

toxin-antitoxin system HicB-like (CDS_0048)

TemPhD_cluster_58310 36293:51911(+)

34 39

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0040)

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0041)
42

toxin-antitoxin system HicB-like (CDS_0043)

44

TemPhD_cluster_31351 37186:50839(+)

anti-termination protein Q-like (CDS_0041)
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0042)

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0043)

IMGVR_UViG_2925468653_000004|2925468653|2925468653|771615-822712 36762:50415(+)

CDS_0039
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0040)

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0041)

TemPhD_cluster_39465_ 41205:54131(+)

40 FS_HP__HP (CDS_0041)

anti-termination protein Q-like (CDS_0047)
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0048)

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0049)
toxin (CDS_0050)

toxin-antitoxin system HicB-like (CDS_0051)

TemPhD_cluster_39464_ 41205:54131(+)

anti-termination protein Q-like (CDS_0047)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0048)

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0049)
toxin (CDS_0050)

toxin-antitoxin system HicB-like (CDS_0051)

TemPhD_cluster_46423 40681:54403(+)

CDS_0039
CDS_0040

CDS_0041
anti-termination protein Q-like (CDS_0046)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0047)

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0048)

TemPhD_cluster_31371 36365:49883(+)

anti-termination protein Q-like (CDS_0041)
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0042)

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0043) CDS_0047 CDS_0048

TemPhD_cluster_27097 34084:2103(+)

terminase large subunit (CDS_0001)anti-termination protein Q-like (CDS_0038)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0039)

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0040)
toxin (CDS_0041)

toxin-antitoxin system HicB-like (CDS_0042)

43 46

TemPhD_cluster_34729 37783:50842(+)

anti-termination protein Q-like (CDS_0039)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0040)

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0041)
toxin (CDS_0042)

toxin-antitoxin system HicB-like (CDS_0043)

44

TemPhD_cluster_59571 38106:45773(+)

anti-termination protein Q-like (CDS_0041)
CDS_0042

TemPhD_cluster_57988 44780:52890(+)

anti-termination protein Q-like (CDS_0045)
CDS_0046

TemPhD_cluster_31643 35593:46094(+)

anti-termination protein Q-like (CDS_0040)
CDS_0041

TemPhD_cluster_46415 35315:46315(+)

anti-termination protein Q-like (CDS_0042)
CDS_0043

IMGVR_UViG_2639763061_000008|2639763061|2639825674|139975-186198 33199:45086(+)

CDS_0031
anti-termination protein Q-like (CDS_0038)

CDS_0039

uvig_279735 19334:29093(+)

CDS_0025

anti-termination protein Q-like (CDS_0031)

CDS_0032
CDS_0033

TemPhD_cluster_31301 44741:52423(+)

CDS_0047 anti-termination protein Q-like (CDS_0049)

TemPhD_cluster_22300_ 39664:48603(+)

anti-termination protein Q-like (CDS_0041)

CDS_0042
CDS_0043

CDS_0044

TemPhD_cluster_39613_ 43496:51590(+)

CDS_0040
anti-termination protein Q-like (CDS_0043)

holin (CDS_0044)

IMGVR_UViG_3300029160_000045|3300029160|Ga0120251_10054|3219-53473 41479:49144(+)

CDS_0042

TemPhD_cluster_58848 35442:48619(+)

replication initiation protein (CDS_0032)
CDS_0033

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0034)

CDS_0035 CDS_0036 CDS_0040

TemPhD_cluster_47504_ 33569:47394(+)

Old_exonuclease__Old_exonuclease (CDS_0033)

CDS_0034
Septu__PtuA (CDS_0035)

Septu__PtuB (CDS_0036) CDS_0040

TemPhD_cluster_39752_ 35375:49740(+)

CDS_0036 CDS_0037

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0038)
anti-termination protein Q-like (CDS_0043)

CDS_0044

TemPhD_cluster_34649 36392:53187(+)

anti-termination protein Q-like (CDS_0041)
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0042)

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0043)

SAMEA2579921_a1_ct4487 47271:56881(+)

anti-termination protein Q-like (CDS_0049)
CDS_0050 CDS_0051 CDS_0052

TemPhD_cluster_57635 39652:54342(+)

anti-termination protein Q-like (CDS_0044)
CDS_0045 CDS_0046 CDS_0047

TemPhD_cluster_57468 39849:55350(+)

PD-T7-3__PD-T7-3 (CDS_0038) CDS_0039 CDS_0040
anti-termination protein Q-like (CDS_0045)

CDS_0046 CDS_0047 CDS_0048

TemPhD_cluster_57715 45924:54728(+)

anti-termination protein Q-like (CDS_0047)
CDS_0048

CDS_0049

TemPhD_cluster_57720 46128:54661(+)

anti-termination protein Q-like (CDS_0045)
CDS_0046 CDS_0047

TemPhD_cluster_46746 43411:52253(+)

anti-termination protein Q-like (CDS_0044)

CDS_0045
holin (CDS_0046)

CDS_0050

TemPhD_cluster_39460_ 45035:51164(+)

anti-termination protein Q-like (CDS_0047)

CDS_0048
CDS_0049

CDS_0050

TemPhD_cluster_46703 40225:51972(+)

anti-termination protein Q-like (CDS_0045)

CDS_0046
CDS_0047

CDS_0048

TemPhD_cluster_34775 37377:49695(+)

anti-termination protein Q-like (CDS_0041)
CDS_0042 CDS_0043

TemPhD_cluster_59829 33622:45929(+)

CDS_0032 Dazbog__DzbA (CDS_0033)
anti-termination protein Q-like (CDS_0038)

CDS_0039 CDS_0040

TemPhD_cluster_58678 37139:50454(+)

41 42 43 44
toxin-antitoxin system HicB-like (CDS_0045)

46

TemPhD_cluster_46800 38569:51884(+)

anti-termination protein Q-like (CDS_0042) 43 44
toxin (CDS_0045)

toxin-antitoxin system HicB-like (CDS_0046)

holin (CDS_0047)

TemPhD_cluster_46875 37634:51257(+)

anti-termination protein Q-like (CDS_0040) 41 42
toxin (CDS_0043)

toxin-antitoxin system HicB-like (CDS_0044)

45

TemPhD_cluster_57401 45852:55214(+)

CDS_0046 CDS_0047
CDS_0048

toxin-antitoxin system HicB-like (CDS_0049)

TemPhD_cluster_57633 44618:53977(+)

CDS_0044 CDS_0045
CDS_0046

toxin-antitoxin system HicB-like (CDS_0047)

TemPhD_cluster_58968 35848:48582(+)

40 41 42 43 toxin-antitoxin system HicB-like (CDS_0044)

TemPhD_cluster_17944 38006:51428(+)

37 38 Col5 (VF1189) (CDS_0039) 44 45 46 47
toxin-antitoxin system HicB-like (CDS_0048)

49

TemPhD_cluster_17945 38006:51428(+)

37 44 45 46 47
toxin-antitoxin system HicB-like (CDS_0048)

49

TemPhD_cluster_46726 37153:51812(+)

DNA methyltransferase (CDS_0035)
36

anti-termination protein Q-like (CDS_0041)

42
nucleoid associated protein (CDS_0043)

toxin-antitoxin system HicB-like (CDS_0044)

holin (CDS_0045)

TemPhD_cluster_58532 35640:50981(+)

41 42
nucleoid associated protein (CDS_0043)

toxin-antitoxin system HicB-like (CDS_0044)

45

TemPhD_cluster_14531 33770:47488(+)

CDS_0041

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0042)

CDS_0043
Menshen__NsnA (CDS_0044)

TemPhD_cluster_59940 33400:45599(+)

CDS_0038
Kiwa__KwaB_2 (CDS_0039)

Kiwa__KwaA (CDS_0040)

TemPhD_cluster_46491 39998:53087(+)

anti-termination protein Q-like (CDS_0043)
CDS_0044

CDS_0045

TemPhD_cluster_58297 42688:50902(+)

CDS_0042
CDS_0043

CDS_0044

TemPhD_cluster_55973 42714:56021(+)

CDS_0045 CDS_0046 nucleoid associated protein (CDS_0047)

TemPhD_cluster_57518 45670:54583(+)

CDS_0047

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0048)
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