CDS_0028

€DS_0031
CDS_6027(I
'€CDS_0030
CDS_0023 CDS_0026
CDS_0022 CDS_0032 ClI-like transcriptional activator (CDS_0035)
CDS_0021 [CDS_0024 CDS_0029 CDS_0034
tail protein (CDS_0019) CDS_0020 | Cps 0075 | ||| cDS_0033

TemPhD_cluster_58249 14604:36918(+)

CDS_0027
CDS_0026

IMGVR_UViG_2687453226_000004|2687453226|2687453685|3370765-3425127 14199:36403(+)

CDS_0028 CDS_ 0034
CDS_0027 CDS_0033

TemPhD_cluster_31332 14624:35723(+)

tail fiber protein (CDS_0020) CDS_YOOZ7
tail protein (CDS_0018) CDS_0022 CDS_0026 (CDS_0031

!#

TemPhD_cluster_46589 13913:34951(+)

CDS_0027
tail protein (CDS_0019) CDS_0020 CDS_0026 CDS_0031

) D - XEHHHTD

IMGVR_UViIG_2718218429_000003|2718218429/2718229219|3121571-3173069 13940:35798(+)
CDS_0024 CDS_0025

TemPhD_cluster_57796 14628:35492(+)

CDS_0025
CDS_0024

TemPhD_cluster_39752_ 15049:33283(+)
CDS_0027 CDS_0028

TemPhD_cluster 57513 14683:38147(+)

transposase (CDS_0024)
transposase (CDS_0023) T exonuclease VII (CDS_0025)

IMGVR_UViG_2925502475_000004|2925502475|2925502475|1978901-2034706 13972:36276(+)

CDS_0029
CDS_0033  CDS_0036
CDS_0022 CDS_0028 CDS_0034
T cpso024 7] | cbs_0035

i

TemPhD_cluster_57574 27304:37369(+)

exonuclease VII (CDS_0027)
CDS_0028

!#

IMGVR_UViG_2795385502_000004|2795385502|2795435655|21440-75852 14211:38282(+)
CDS_0017 CDS_0024 CDS_0025 exonuclease (CDS_0028)

TemPhD_cluster_57715 12859:37369(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0025)
transposase (CDS_0024)
CDS_0017 \ CDS_0026

TemPhD_cluster_58056 12804:38547(+)
lipoprotein (CDS_0017) CDS_0022

TemPhD_cluster_58403 12771:34690(+)
CDS_0017 CDS_0022

TemPhD_cluster_58678 12792:33631(+)

transposase (CDS_0018)
CDS_0017 CDS_0023

TemPhD_cluster 46800 12771:35060(+)
AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0022) CDS_0023

TemPhD_cluster 46935 12771:34826(+)
CDS_0022 exonuclease VII (CDS_0025)

TemPhD_cluster_47147 12792:33802(+)
CDS_0017 CDS_0022

TemPhD_cluster_58713 12771:34784(+)
AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0022) CDS_0023

TemPhD_cluster_57929 12792:35659(+)
CDsS_0017 AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0022) CDS_0023

TemPhD_cluster_39619_ 12826:34696(+)
AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0022) CDS_0023

TemPhD_cluster 46583 12771:36016(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0022)  CDS_0024
CDS_0023

!#

TemPhD_cluster_17945 12792:35001(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0026)
21 25 27 28 29

TemPhD_cluster_46147 12884:40703(+)
CDS_0024

TemPhD_cluster_39460_ 12771:37473(+)
UmuD-like protein (CDS_0025)

IMGVR_UViG_2603880184_000001|2603880184/2603906048|1515175-1573220 14448:38427(+)
CDS_0025

TemPhD_cluster 46727 13968:36259(+)
UmuD-like protein (CDS_0025) DNA polymerase (CDS_0026)

IMGVR _UViG_2600255299_000001|2600255299|2600315635[1096357-1155669 14448:39694(+)
UmuD-like protein (CDS_0025)

IMGVR_UViG_2602042111_000001|2602042111]2602110929|384844-442889 14448:38427(+)

Intracellular sensor of Lambda phage, Abi component (CDS_0025) Membrane-anchored ion channel, Abi component (CDS_0026)

TemPhD_cluster 46521 13913:37776(+)
AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0025) CDS_0026

TemPhD_cluster_57576 14442:39448(+)
UmuD-like protein (CDS_0025)

IMGVR_UViG_2579778808_000001|2579778808|2579818145|12121-69982 13907:37902(+)

CDS_0025

TemPhD_cluster_46476 14372:38217(+)

CDS_0022
CDS_0015 CDS_0021 | CDS.0023

TemPhD_cluster_57577 12015:36347(+)

CDS_ 0020  CDS_0022
Jcps.0021 |

TemPhD_cluster_57300 12014:36365(+)

CDS_0022
CDS 0021 | CDS 0023

IMGVR_UViG_2907911490_000002|2907911490/2907911490|2095002-2151455 12035:36732(+)

CDS_0022
CDS_0023
CDS_0021 | | CDS 0024

TemPhD_cluster_58259 12041:36327(+)

CDS_0022
CDS 0021 | CDS 0023

TemPhD_cluster_46555 12026:36480(+)

CDS_0022
CDS_0023
CDS 0021 | | CDS 0024

TemPhD_cluster_31273 12014:36426(+)

CDS_0022
CDS_0023
CDS_0021 | [ CDS 0024

SAMEA2579921 _al_ct4487 12105:36016(+)

CDS_0022
CDS 0021 | CDS_0023

TemPhD_cluster_57468 12117:36028(+)

CDS_0022
CDS 0021 | CDS 0023

TemPhD_cluster_20200 12130:36032(+)

CDS 0022
CDS_0021 | CDS.0023

TemPhD_cluster_34667 12014:36359(+)

CDS_0022
CDS_0017 CDS_0021 | CDS 0023

IMGVR_UViG_3300027766_000147|3300027766|Ga0209796_10000076|28350-81751 12015:36607(+)

CDS_0022
CDS_0021 | CDS 0023

TemPhD_cluster_39360_ 12069:36767(+)

CDS_0022
CDS 0021 | CDS 0023

IMGVR_UViG_2904513164_000001|2904513164[2904513164(20715-76029 12035:36733(+)

CDS 0023
CDS_0022
CDS.0021 | |  €DS.0025

TemPhD_cluster_46340 12047:37834(+)

CDS_0022
CDS 0021 | CDS 0023

TemPhD_cluster_57869 12068:36291(+)

CDS_0022
CDS_0021 | CDS.0023

TemPhD_cluster_46412 12068:36775(+)

CDS 0022
CDS_0021 | CDS.0023

TemPhD_cluster_46481 12040:36388(+)

CDS_0022
CDS_0021 | CDS_0023

TemPhD_cluster_ 46523 12040:36388(+)

CDS_0022
CDS 0021 | CDS_0023

TemPhD_cluster_57843 12014:36358(+)

CDS_0022
CDS 0021 [

TemPhD_cluster_47090 12069:34605(+)

CDS 0022
CDS 0021 | CDS 0023 CDS_0028

TemPhD_cluster_57966 12131:36254(+)

CDS_0022
CDS_0021 | CDS_0023

TemPhD_cluster_39474_ 12040:37201(+)

CDS_0023
CDS_0022
CDS.0021 | |  CDS.0024

IMGVR_UViG_2698536529_000006|269853652912698565614|95819-148562 12122:36734(+)

CDS 0022  CDS_0027
CDS_0021 | CDS 0023 |CDS_0028

TemPhD_cluster 58415 12116:35157(+)

CDS_0022
CDS_0021 | CDS_0023

IMGVR_UViG_2740892237_000004|2740892237|2740960699|96481-151381 12105:34113(+)

CDS_0022
CDS 0021 | CDS 0023

IMGVR_UViG_3300011796_000028|3300011796|Ga0121154_100022[81919-137102 12105:35890(+)

CDS_0021
| cbs.0022

TemPhD_cluster_46531 12068:36762(+)

CDS_0021 CDS_0023
'CDs_0022

!ﬂ

TemPhD_cluster_57832 12105:36003(+)

CDS_0021 CDS_0023
'CDS_0022 CDS_0027 exonuclease VII (CDS_0028)

TemPhD_cluster_58064 12014:36369(+)

CDS_0022
CDS 0021 | CDS_ 0023

TemPhD_cluster_57865 12014:36591(+)

CDS_0022
CDS 0021 | CDS 0023 CDS_0028

TemPhD_cluster_46524 12040:36507(+)
CDS_0021 CDS_0022

IMGVR_UViG_2540341071_000001|2540341071|2540348102|3210525-3264786 12014:34294(+)
transposase (CDS_0021)

IMGVR_UViG_2870225610_000003|2870225610/2870225610|3072119-3124437 12014:34257(+)
CDS_0022

TemPhD_cluster_31351 12014:33483(+)

tail fiber protein (CDS_0020)
CDS_0022
minor tail protein (CDS_0014) CDS_0021 | CDS_0023

I%

TemPhD_cluster_34643 11679:36311(+)

tail fiber protein (CDS_0020)
CDS_0021

!#

IMGVR_UViG_2713897152_000001|2713897152|2713946951|20008-72194 11712:33775(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0033)
AbiA_small_AbiA_SLATT (CDS_0029)
UmuD-like protein (CDS_0026)
Reverse transcriptase (CDS_0028)
DNA polymerase (CDS 0027)
2425 | |

30 31 34

TemPhD_cluster_56551 12883:46089(+)

exonuclease VII (CDS_0028)
CDS_0029

!#

TemPhD_cluster_31253 14918:39144(+)
CDS_0024
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TemPhD_cluster_34653 12078:41029(+)

CDS_0021

IMGVR_UViG_2599185169_000002|2599185169|2599187754|116687-163645 12078:34181(+)

transposase (CDS_0022)
CDS_0021  CDS_0023

IMGVR_UViG_2667527740_000001|2667527740|2667560755|135084-186000 12035:33989(+)

transposase (CDS_0020)
tail protein (CDS_0019) CDS_0021 CDS_0023

H D KM

IMGVR _UViG_2888697747_000006|2888697747|2888697747|3197006-3250819 12014:35185(+)
CDS_0021

IMGVR _UViG_2663763370_000002|2663763370|2663853289(96463-147886 12014:34019(+)
tail fiber protein (CDS_0020)

uvig 8317990 11733:32175(+)

CDS_0025
lipoprotein (CDS_0019) CD&)§4

TemPhD_cluster_16774 12771:35920(+)
10000 nt——mmm
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