CDS_0006
CDS_0005

CDS_0001 CDS_0002 CDS_0003 CDS_0004 | cDSs_0007 CDS_0008

OTU_1240 1:7806(+)
CDS_0069 CDS_0003

IMGVR_UViG_3300045988_008558|3300045988|Ga0495776_006662 45959:7806(+)

HNH endonuclease (CDS_0004)
CDS_0003 CDS_0005

MGV-GENOME-4421604 1:8799(+)
CDS_0002 CDS_0004  CDS_0005

i
\

IMGVR_UViG_3300045988_002919|3300045988|Ga0495776_139702 1:7687(+)
CDS_0001  CDS_0002

I — e S I
uvig_146041 1:5632(+)
CDS_0002 CDS_0004

uvig 384152 1:8071(+)

CDS_0004
T zinc carboxypeptidase (CDS_0005)

MGV-GENOME-0296617 1:8737(+)
CDS_0068 CDS_0004 zinc carboxypeptidase (CDS_0005)

MGV-GENOME-0295852 44991:8738(+)

CDS_0005
CDS_0004 T cps_o006

uvig 146985 1:8379(+)

CDS_0004
I
MGV-GENOME-0194417 1627:7308(+)

CDS_0003

MGV-GENOME-0274877 1584:7899(+)
phosphodiesterase (CDS_0028) CDS_0024

MGV-GENOME-0169757 16932:23096(-)
CDS_0003  CDS_0004 HNH endonuclease (CDS_0008)

SAMEA2737804 _al_ct30766_vs1 1293:8179(+)
CDS_0004 CDS_0005

SAMNO0792050_al ct11865 2008:8448(+)
phosphodiesterase (CDS_0025)

uvig_580940 17627:21401(-)
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uvig_76702 15430:20060(-)
CDS_0003 CDS_0004 CDS_0005

IMGVR_UViG_3300029516_000008|3300029516|Ga0244799_100482 1584:7459(+)
CDS_0003 CDS_0004

uvig 227033 1584:7323(+)

CDS_0010
CDS_0004  CDS_0005 | cps_0011

MGV-GENOME-0261647 1485: 8091(+)

HNH endonuclease (CDS_0067)
CDS_0065
CDS_0066 CDS_0003 CDS_0004

MGV GENOME- 0298581 44299:7323(+)

HNH endonuclease (CDS_0005)
CDS_0004 CDS_0006  CDS_0007

iﬁ
|

IMGVR_UViG_3300029238_000016|3300029238|Ga0168766_100708 1485:8262(+)

restriction endonuclease (CDS_0004)
CDS_0003 tail spike protein (CDS_0005)

CDS_0009 CDS 0010

N
IMGVR_UViG_3300045988_005010|3300045988|Ga0495776_098273 1674:9613(+)

CDS_0006
CDS_0004 CDS_0005

MGV-GENOME-0293785 44498:8511(+)
CDS_0004 CDS_0005

————— — —
IMGVR_UViG_3300045988_011918|3300045988|Ga0495776_117713 1485:9289(+)
CDS_0004 CDS_0005

MGV-GENOME-0295773 1866:8838(+)
HNH endonuclease (CDS_0008)

CDS_0011
CDS_0002 CDS_0004 CDS_0005 CDS_OO]QT CDS_0012 CDS_0015 CDS_0016
] I I ——— — T ————— I —1
IMGVR_UViG_3300029251_000025|3300029251|Ga0167475_100506 45547:11844(+)

HNH endonuclease (CDS_0008)

SAMEA2737819_b1_ct123_vs2 1:11844(+)

CDS_0008
CDS_0001 CDS_0003 CDS_0007 | CDS 0009

MGV-GENOME-0293258 44136:8925(+)
CDS_0003 CDS_0007

IMGVR_UViG_3300045988_012828|3300045988|Ga0495776_014428 44136:8925(+)
CDS_0064 CDS_0002 CDS_0004 CDS_0005
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MGV-GENOME-0287639 42881:8448(+)
CDS_0002 HNH endonuclease (CDS_0006)

i

uvig 214745 44143:8330(+)

terminase small subunit (CDS_0070)
CDS_0071 CDS_0001 CDS_0003 CDS_0004 CDS_0008 CDS_0009

MGV-GENOME-0297392 44376:8411(+)
CDS_0003 CDS_0004

SAMEA2737760_al_ct20383 1278:8411(+)
CDS_0004 CDS_0005

IMGVR_UViG_3300045988_006452|3300045988|Ga0495776_097924 1485:8626(+)
CDS_0003 CDS_0004

MGV-GENOME-0299088 45959:8640(+)
CDS_0004 CDS_0005 CDS_0006

MGV-GENOME-0256992 1485:9464(+)
CDS_0004 CDS_0005 CDS_0006

IMGVR_UViG_2854222423 000003|2854222423|2854222470|98460-143419 1485:8632(+)

CDS_0001  CDS_0002 CDS_0004
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IMGVR_UViG_3300045988_015568|3300045988|Ga0495776_074034 1:5933(+)
CDS_0003 CDsS_0009
e | ——— 3 —
IMGVR_UViG_3300029451_000004|3300029451|Ga0244069 100212 1:7273(+)
CDS_0001 CDS_0002 CDS_0004

MGV-GENOME-0297999 1.7934(+)
CDS.0001  CDS.0002
IMGVR_UVIG_3300045988 017351|3300045988/Ga0495776_137994 1:8830(+)
€D5.0001 CD5.0003 CD5_0007 CDS_0008

MGV-GENOME-0293265 1:8792(+)
CDS_0003

S ——
MGV-GENOME-0287423 1:7493(+)
CDS_0004 CDS_0005

e 1 E— I S S
MGV-GENOME-0297803 1:9084(+)
CDS_0006
CDS_0004 CDS_0005 T CDS_0007

IMGVR_UViG_3300030379_000033|3300030379|Ga0167483_1000483 1: 9587( )
CDS_0002 CDS_0008

IMGVR_UViG_3300045988_021884|3300045988|Ga0495776_053997 1:8590(+)

terminase small subunit (CDS_0071)
CDS_0069 CDS_0004

IMGVR UV|G 3300045988 009639|3300045988\GaO495776 015653 44559:9184(+)
CDS_0004

uwg_247524 43867:9067(+)
CDS_0004

1 —
MG\/ GENOME-0295838 44559:9184(+)
CDS_0004

IMGVR UV|G 3300029996 OOOOZOI3300029996\Ga0245029 100610 43904:9012(+)
CDS_0003

IMG\/R UVlG 3300029554_000023|3300029554|Ga0245041_100411 43990:8620(+)
CDS_0004

e
MGV GENOME-0290838 43441:8747(+)
virion structural protein (CDS_0003)

MGV- GENOME 0293844 44100:8774(+)
CDS_0003

IMGVR_UViG_3300045988_004009|3300045988|Ga0495776 015463 44228:9171(+)
CDS_0004 CDS_0005

uvig 253404 44377:9290(+)
CDS_0004 CDS_0005 CDS_0006

Uvig 254649 44233:9140(+)
CDS_0004 CDS_0005

IMGVR_UViG_3300045988_007252|3300045988|Ga0495776_097588 432:8716(+)

CDS_0066 CDS_0004 CDS_0005
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IMGVR_UVIG_3300045988_004889|3300045988|Ga0495776_015228 44232:9769(+)
CDS_0003
IMGVR_UVIG_3300045988_004134|3300045988|Ga0495776_183837 1:9520(+) o
CDS_0005
CDS_0004 |

IMGVR_UViG_3300045988_004251[3300045988|Ga0495776_137747 1:8056(+)
CDS_0004 CDS_0005

MGV-GENOME-0294716 1:10106(+)

CDS_0068
CDS_0067 CDS_0004

i

uvig_ 140023 43531:9760(+)
CDS_0004 CDS_0005

MGV- GENOME 0295058 44372: 9289( )

CDS_0004
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IMGVR_UViG_3300045988_004076|3300045988|Ga0495776_015861 44655:8546(+)
CDS_0002

CDS.0001 | CDS.0003

uvig_241502 1:5797(+

CDS_0006
CDS_0002 CDS_ 0004 CDS 0005
/18 g O U SO — IO, e Uy W N Wy
IMGVR_UVIG_3300045988_023665|3300045988|Ga0495776_020848 42987:8048(+)
CDS_0006

CDS_0004 CDS_0005 T CDS_0007

IMGVR_UViG_3300045988_002847|3300045988|Ga0495776_015208 44942:8475(+)
CDS_0004 CDS_0005

MGV-GENOME-0295506 44478:8626(+)
CDS_0004 CDS_0005 CDS_0006

IMGVR_UViG_3300045988_006672|3300045988|Ga0495776_006758 45574:8651(+)
CDS_0004 CDS_0005

MGV-GENOME-0296496 44721:8542(+)
CDS_0004 CDS_0005 CDS_0006 CDS_0007

MGV-GENOME-0299921 45574:9484(+)
CDS_0004 CDS_0005 CDS_0006

MGV-GENOME-0297677 44996:9464(+)
CDS_0063 CDS_0064 CDS_0003

MGV-GENOME-0290908 42170:7899(+)
CDS_0003

MGV-GENOME-0289106 41737:7980(+)
CDS_0064 CDS_0004 CDS_0005 CDS_0009

IMGVR_UViG_3300045988_026103|3300045988|Ga0495776_014158 43165:9651(+)
CDS_0004 CDS_0005

MGV-GENOME-0292594 43165:8813(+)
CDS_0004 CDS_0005 CDS_0006

MGV-GENOME-0294472 43943:9747(+)

restriction endonuclease (CDS_0005)
CDS_0004 virion structural protein (CDS_0006)

IMGVR_UViG_3300045988_008581|3300045988|Ga0495776_015311 44615:8904(+)

head scaffolding protein (CDS_0015)
CDS_0007CDS_0008CDS_0009 CDS_0014

uvig_176887 1:13000(+)
CDS_0003 CDS_0007CDS_0008 CDS_0009
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MGV-GENOME-0293387 1:12727(+)

CDS_0007
TCDS_OOOB CDS_0009
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TemPhD_cluster_29378 1:8992(+)
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MGV-GENOME-0293573 1:13414(+)
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CDS_0010
CDS_0009 T CDS_0011

i

uvig 483673 1:13342(+)
CDS_0004 CDS_0009

uvig_333409 1:8908(+)
CDS_0004 CDS_0005  CDS_0006

IMGVR_UViG_3300029551_000208|3300029551|Ga0245011_100127[65439-110269 1:10869(+)
CDS_0003  CDS_0004

uvwg 321722 44483:9274(+)
CDS_0004 CDS_0005 CDS_0006

IMGVR_UViG_3300029198_000004|3300029198|Ga0168723_100458 1842:10282(+)

Arc-like repressor (CDS_0005)
HNH endonuclease (CDS_0006)
CDS_0004 ‘ CDS_0007 CDS_0012 CDS_0013 CDS_0014

T ———————
MGV-GENOME-0297836 1:10467(+)

Arc-like repressor (CDS_0005)
HNH endonuclease (CDS_0006)

CDS_0075
CDS_0074 CDS_0004 | 'CDS_0007

| S —
MGV-GENOME-0292581 43731:8550(+)
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DNA, RNA and nucleotide metabolism head and packaging other tail transcriptionregulation unknown function
I




