3*1 translation elongation factor (CDS_0034)
tail protein (CDS_0027) 28 tail fiber protein (CDS_0029) 30 endolysin (CDS_0032) 33 35 36 37 38 39

SRS017521_al_ct28933 vs01 20735:33550(+)
Retron_VI_HTH (CDS_0042)

CDS_0040
CDS_0036 CDS.0039  CDS.0043
endolysin (CDS_0035) | - | cbs.0041] | CDSs 0044

uvig_251875 22149:34226(+)

tail length tape measure protein (CDS_0027)
CDS_0026 CDS_0028 CDS_0031 CDS_0032 CDS_0035

MGV-GENOME-0294194 16247:30817(+)
CDS_0029

IMGVR_UViG_3300045988_017351|3300045988|Ga0495776_137994 16846:30580(+)

CDS_0033 endolysin (CDS_0034)

uvig 438146 19656:29324(+)
endolysin (CDS_0035)

MGV-GENOME-0294716 22626:32156(+)

endolysin (CDS_0035)

MGV-GENOME-0293387 23041:32037(+)

transcriptional regulator (CDS_0036)
endolysin (CDS_0031) CDS_0035 CDsS_0037

IMGVR_UViG_3300045988_003635|3300045988|Ga0495776_015924 19939:31800(+)

endolysin (CDS_0029) CDsS_0037

MGV-GENOME-0285471 18055:29923(+)
endolysin (CDS_0033)

IMGVR_UViG_3300045988_008581|3300045988|Ga0495776_015311 21665:33385(+)

endolysin (CDS_0037) anti-repressor Ant (CDS_0043)
e AL D
SAMEA2737819_b1_ct123 vs2 22837:34887(+)
CDS_0037
endolysin (CDS_0033) CDS_0036]  CDS_0038
uvig_232012 20668:33255(+)
endolysin (CDS_0031) CDS_0035

uvig_214745 19042:31937(+)

CDS_0037 CDS_ 0041
endolysin (CDS_0034) T cDs.0039]

uvig_29456 22352:34145(+)
endolysin (CDS_0032)

TemPhD_cluster_29378 19176:31220(+)

CDs_0037
endolysin (CDS_0030) CDS_0033 CDS_0036

MGV-GENOME-4421322 19880:31781(+)

5000 nt 1

integration and excision lysis other tail transcriptionregulation unknown function Defence
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