CDS_0062 CDS_0064
CDS_0061

CDS_0069 unknown function (CDS_0071)

NC_020876.1 38661:44325(+)

R U O e G ¢

NC_031263.1 39860:44836(+)

KX

NC_054812.1 38753:44310(+)

CDS_0065 CDS_0067 CDS_0073
CDS_0050 ‘CDS_OOéB CDS_0066 |CDS_0068 CDS_0070 CDS_0072 CDS_0074 CDS_0075 CDS_0076 CDS_0077
CROOEE K KK 8 K HE K ]
Mycobacterium_phage_XianYue 38055:42882(+)
CDS_0072 CDS_0080
CDS_0068 CDS_0069 cos_ﬁooﬁ CDS_0073 CDS_0076 CDS_0078 CDS_0079 CDS_0081
RO X ( 0 O (O o SR KKK [
Mycobacterium_phage_Trooper 38432:44073(+)
CDS_0078
CDS_0068 CDS_0069 CDS_0072 CDS_0073 CDS_0077 CDS_0079
KK ( T K | O G G &
CDS_0066 CDS_0069 CDS_0070 CDS_0071
CICECE K X @ X S S ¢ —
Mycobacterium_phage_SemperFi 38334:44179(+)
CDS_0070 CDS_0071 CDS_0075
O < K KK K W
Mycobacterium_phage_ChipMunk 39272:44845(+)
CDS_0070 CDS_0071
— a X KO K [
CDS_0069 CDS_0070
CKEEKEHC K — < KKK K —C
Mycobacterium_phage_KingCyrus 39572:44859(+)
CDS_0073 CDS_0074 CDS_0075 CDS_0077
KK ( S (O < G S G g
CDS_0072
[ CDs_0073 CDS_0074
CI X K O (O < S O O —
Mycobacterium_phage TarsuslV 38755:43970(+)
CDS_0072
CDS_0067 —TCDS,OO73 CDS_0074 CDS_0078
< < AT < S O G ¢ X

NC_054805.1 38535:44792(+)
CDS_0062

KX §

KM677210.1 38078:43998(+)

CDS_0065

CDS_0068 CDS_0069

K —}CTT O E K X —

CDS 0067

—C |EE——

OO EE——AT0

Mycobacterium_phage_HarryHoudini 37749:41833(+)

} 2000 nt

unknown function



