HNH endonuclease (CDS_0052)

CDS_0041 CDS_0051
CDS_0042 CDS_0047 CDS_0050
CDS_0040 CDS_0044 ‘| CDs.0049
CDS_0039] | | CDS_0043 CDS 0045 CDS 0046  CDS_0048| “minor tail protein (CDS_0053)

MGV-GENOME-0256027 30398:37760(+)

CDS_0039 CDS_0044
CDS_0038] CDS_0043

CHEK=OAKET—CTHE-OEEUD—D

MGV-GENOME-0254868 29823:37471(+)

CDS_0048
CDS_0041 HNH endonuclease (CDS_0047) T CDS_0049 CDS_0050 CDS_0051
SRS075084_al ct15015 31880:43361(+)
CDS_0042 CDS_0045 CDS_0047
SRS047126_al ct4025 29083:41429(+)
CDS_0044 CDS_0047

SRS054995_al ct2413 31904:43391(+)

replication initiation protein (CDS_0049)
HNH endonuclease (CDS_0045) CDS_0050

KK KE—C—EE KK < —1500

IMGVR_UViG_3300006488_000013|3300006488|Ga0100250_100093 29782:41922(+)

DnaB-like replicative helicase (CDS_0051)
48 50 52 53 54 55

G EET< K [ EdKTTK@E—0ECD{D

MGV-GENOME-0284874 31448:43147(+)

DNA methyltransferase (CDS_0047)
48 49 50 51 52 53

g i@ —@m—@@m T @@ @bl

SRS143759_al ct26414 31567:44560(+)

51
46 47 48 49 50 T52 53 54 55 56

@ < @A @E@E @@ @E— OB

SRS104093_al ct9965 29887:44308(+)

49 primosomal protein (CDS_0053)
45 46 47 48 TSO 51 52 54

& g@EH(—@Ea—@E@Ecice \ad@aE-CETEE—OPEUDED

IMGVR_UViG_3300008454_000011|3300008454|Ga0115310_100235 30762:45355(+)
HNH endonuclease (CDS_0046) CDS_0050 CDS_0051

. |COiaEE—C—@EEK KK KK —9

SAMEA2738106 b1 ct5 29241:41648(+)
CDS_0043 HNH endonuclease (CDS_0045)

G =COiGEE(—EEEaEEc KK K ——00

SRS019172_al_ct73 31846:44054(+)

replication initiation protein (CDS_0049)

44 46 47 48 anti-repressor Ant (CDS_0050) 54

SRS098482_al_ct87164 _vs01 31261:42458(+)

replication initiation protein (CDS_0050)
45 47 48 49 51 52 terminase large subunit (CDS_0001) 2

@@ —C (- @ PR DT ) i

IMGVR_UViG_3300006522_000002|3300006522|Ga0101034_100122 32214:2972(+)

replication initiation protein (CDS_0043)
DnaB-like replicative helicase (CDS_0041)
40 | 42 | 44 45

@@ — @& {EK {CTHEOPDUDD{D

SRS149696_al ct8416_vsO1 26069:36425(+)

replication initiation protein (CDS_0051)
DnaB-like replicative helicase (CDS_0047)

48 anti-repressor Ant (CDS_0052)
T49 50 | 53
IMGVR _UViG_3300006261 000003|3300006261|Ga0099521 100144 32164:2879(+)
47 48 49 50 51
IMGVR_UViG_3300007132_000005|3300007132|Ga0103282_100040 32999:42723(+)
CDS_0048 CDS_0049 CDS_0050
IMGVR _UViG_7000000536_000004|7000000536|SRS064493_LANL scaffold 22430 32921:42014(+)
48 49 50 51 52
IMGVR _UViG_7000000152_000008|7000000152|SRS063287_LANL scaffold_18685 32919:42634(+)
48 49 50 51 57 terminase large subunit (CDS_0001)

IMGVR_UViG_3300008059_000001|3300008059|Ga0114166_100059 33008:3470(+)

replication initiation protein (CDS_0051)
48 49 50 52 53

46
G KL &K K HE{ODPDUUE

SRS104519 a1l ct11437 32937:43250(+)

replication initiation protein (CDS_0052)

DnaB-like replicative helicase (CDS_0049)
50 51 anti-repressor Ant (CDS_0053)

adE—E—=<C 13-4

SRS018337_a1_ct4160 32595:43332(+)

47 replication initiation protein (CDS_0051)
45 exonuclease (CDS_0046) T48 49 50 anti-repressor Ant (CDS_0052)

G K HEE@E-COETT—— DD )

IMGVR_UViG_3300006457_000001|3300006457|Ga0100214_100054 31627:3353(+)

46 primosomal protein (CDS_0050)
exonuclease (CDS_0045) [47 48 49 51

gd—E— 8 HOAKCO——DODDHD

IMGVR_UViG_7000000033_000015|7000000033|SRS019333 WUGC _scaffold_16412 31532:43498(+)

replication initiation protein (CDS_0054)
DnaB-like replicative helicase (CDS_0050)

51

T52 53 anti-repressor Ant (CDS_0055)
SRS148472 al ct33623 vs01 36293:46454(+)

primosomal protein (CDS_0052)
48 49 50 51 anti-repressor Ant (CDS_0053)
IMGVR_UViG_3300008634_000004|3300008634|Ga0111369_1000339 32289:2972(+)
43 45 46 47 48 49
IMGVR_UViG_3300008433_000001|3300008433|Ga011537%_100038 31935:3470(+)
CDS_0047

CDS_0046 CDS_0048 CDS_0049

agée|<(—@EE—(C - ad@E—obbbh 1o

SRSO76821 al ct10818 32455:43092(+)
DnaB-like replicative helicase (CDS_0044)

CDS_0045 CDS_0046 terminase large subunit (CDS_0001)
MGV-GENOME-0273087 31881:4472(+)
50
48 49 T51 52 53 54 55

d@aa(—@ (G a@ad@-amm@E——Oeprom

IMGVR_UViG_3300008415_000002|3300008415|Ga0115225_100092 32271:43916(+)
CDS_0047

00 N oy GO s O 0 S o B I I B I

IMGVR_UViG_3300007825_000001|3300007825/Ga0105914_100042 32982:39573(+)

replication initiation protein (CDS_0054)
DnaB-like replicative helicase (CDS_0051)
HNH endonuclease (CDS_0049) 52 53 55

@ (@ CEa@E-aaEmEE—oipDO

SRS019798_a1_ct12217 33076:44405(+)
47 48 49 50 51

(K gy KCTHED-{ODD T A ) )

IMGVR_UViG_3300007100_000004|3300007100|Ga0102544 100305 32982:2876(+)

45 46 exonuclease (CDS_0047) 48 49 50 51 52

G K A S R, G e S D )

IMGVR_UViG_3300007120_000001|3300007120|Ga0102643_100124 31960:2972(+)

primosomal protein (CDS_0052)
exonuclease (CDS_0049) 50 51 53

aaa—a—C 1@< @@ E— PR

SRS147937_al ct87553 31844:43728(+)

replication initiation protein (CDS_0052)
anti-repressor Ant (CDS_0053)
48 49 50 51 | 54

46
KK K<< (K

IMGVR_UViG_3300008495_000009|3300008495|Ga0114893_100039 30949:43599(+)

replication initiation protein (CDS_0052)
DnaB-like replicative helicase (CDS_0048)

49 50 51 53 54
G =EKEE—EEC K

IMGVR _UViG_7000000241 000001|7000000241|SRS015064 WUGC scaffold_25545 30924:4013(+)
CDS_ 0048

K< -H—50BD—1D

IMGVR_UViG_2124908012_000117|2124908012|sp300_12716447 30949:39278(+)

replication initiation protein (CDS_0049)
DnaB-like replicative helicase (CDS_0046)
43 44 47 48 50 51 52

G@&—@@ 11— @<«

SAMEA2738001_b1_ct3 32124:42913(+)

DNA methyltransferase (CDS_0045)  replication initiation protein (CDS_0048)
exonuclease (CDS_0046) 47 49

& <H—G¢E@K H& < —OBDOD{D

SAMEA2738048 b1 ct3 32096:44374(+)

replication initiation protein (CDS_0047)

CDS_0046
CDS_0045 T CDS_0048
@ < — &K < — DD ) )

MGV-GENOME-0278714 32115:3470(+)

DnaB-like replicative helicase (CDS_0048)
DNA methyltransferase (CDS_0047) 49 50 51

@@ —aEK 8¢ {EE— DD ) )

MGV-GENOME-0289708 33592:4037(+)

DNA methyltransferase (CDS_0046)
47 48 49 50

& —aEEK &K {— DD

SAMEA2738099_b1_ctl 33573:44116(+)
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