holin (CDS_0018)

CDS_0020 CDS_0022 exonuclease (CDS_0025)
CDS_0013 CDS_0014 CDS_0015 CDS_0016 CDS_0017 DS_0019 CDS_0021 CDS_0023CDS_0024

IMGVR_UViG_3300007132_000005|3300007132|Ga0103282_100040 12450:26485(+)

I { Y O L K |
K

tail protein (CDS_0015) CDS_0020
IMGVR_UViG_7000000536_000004|7000000536|SRS064493_LANL scaffold_22430 12452:26407(+)
CDS_0017 CDS_0020
IMGVR_UViG_3300006522_000002|3300006522|Ga0101034_100122 11934:25446(+)
CDS_0020 CDS_0023 CDS_0026
IMGVR_UViG_3300006261_000003|3300006261|Ga0099521_100144 11841:25811(+)
CDS_0020
IMGVR_UViG_3300008059_000001|3300008059|Ga0114166_100059 12450:26953(+)
tail protein (CDS_0017) CDS_0019 CDS_0022
SRS047126_al_ct4025 11937:25323(+)
CDS_0022
IMGVR_UViG_2124908012_000117|2124908012|sp300_12716447 12977:26403(+)
CDS_0022

I L D DO Lo - |

IMGVR_UViG_3300008495_000009|3300008495|Ga0114893_100039 12977:26403(+)

CDS_0020 DNA methyltransferase (CDS_0025)
\ ) D, by, O O L al K |
MGV-GENOME-0284874 11957:26122(+)

CDS_0021
\ ) VD, by HOC O L < |
MGV-GENOME-0256027 13002:26439(+)

CDS_0020
| cDs.0021
\ ) VD, Y DG L I
SRS104093 _al_ct9965 11937:25318(+)
CDS_0020
CDS_0017 | cpbs_0021

\ ) D, by O L < |
IMGVR_UViG_3300008454 _000011|3300008454|Ga0115310_100235 12978:26368(+)

CDS_0022 exonuclease (CDS_0028)
\ ) VD, 1 HOL L — K —d
SRSO75084 al ct15015 12970:28308(+)

CDS 0021
\ ) D, ) O O L —d
SRS054995 al ct2413 13960:28833(+)

CDS_0021

\ ) VD by HO—H L < —d
SRS019172_al_ct73 13012:27918(+)

CDS_0022 CDS_0024 CDS_0025 CDS_0029

0 L D -DEDEDL - 0 — <{d

IMGVR_UViG_3300007525_000002|3300007525|Ga0105482_1000039 12977:26944(+)

CDS_0027

CDS_0020 CDS_0022 CDS_0026 | CDS_0028
\ ) ) o o XK KHHKCHG@&
SAMEA2738106 b1 ct5 11847:25839(+)

CDS_0020 CDS.0025
\ ) ) [ -1 —~ K3
SAMEA2737898 b1 ct6 12953:25601(+)

CDS_0022 CDS_0028 CDS_0030
\ ) ) 0! OO < A
SRS149492 al_ct8558 13003:26653(+)

CDS_0020

) ) D OO ha KK
MGV-GENOME-0273087 13434:26619(+)
CDS_0020 CDS_0023

\ Ul HO—HE a I &K

IMGVR_UViG_7000000622_000059|7000000622|SRS077736_LANL scaffold_38014 15994:27278(+)

f 6000 nt i

DNA, RNA and nucleotide metabolism lysis other tail unknown function



