RusA-like Holliday junction resolvase (CDS_0032)

CDS_0026 CDS_0029 HNH endonuclease (CDS_0037)
CDS_0028 CDS_003 CDS_0034  CDS 0036 CDS_0041 CDS_0044
CDS_0027 CDS_0030] €DS.0033 CDS.0035| |  CDS.0038 CDS 0039 CDS 0040 | CDS 0042  CDS_0043

8 HETKK —C__ K

SAMEA2737898 b1 ct6 25398:33170(+)

CDS.0032  CDS 0034
~ [CDS_0033 | HNH endonuclease (CDS_0035) CDS_0040 CDS_0043

d { MA@ E@EEEEETT - EE K —C . K

SRS149492 al ct8558 25163:32364(+)
CDS_0035 CDS_0036

O KOEAEECI K HC

SRS019798_al ct12217 26165:31343(+)

exonuclease (CDS_0026) CDS_0034 CDS_0036

¢ OO KA <

MGV-GENOME-0256027 25270:31634(+)
CDS_0028 CDS_0034

T O

SRS047126_al ct4025 24154:30433(+)

CDS_0031

T O——CaEECECK HC

MGV-GENOME-0254868 25081:31061(+)

CDS_0032 CDS_0033

T KK O <<

SRS104519 al ct11437 24805:31261(+)

CDS_0031 CDS_0032

¢ KO =TT

SAMEA2738106_b1_ct5 22937:29705(+)

CDS_0030 CDS_0035 CDS_0036 HNH endonuclease (CDS_0039)

O O O (O U G O O G K

MGV-GENOME-0284874 26596:31912(+)

CDS 0033
CDS_0025 CDS_0032 | CDS_0034 CDS_0039

— HOA —CKEHEBEK KA —_ 1

SRS104093_a1 ct9965 23051:32369(+)

CDS_0032
exonuclease (CDS_0026) CDS_0031 CDS_0033
SRS019172_al_ct73 24176:34332(+)
CDS_0027 CDS_0033 CDS_0034 CDS_0040 CDS_0041

amT— @ —EEEacT K =< =3

SRS018750_a1 ct16437_vs1 24439:32474(+)

CDS_0033 CDS_0034

T CEEacdETT o e < =

IMGVR_UViG_3300008415_000002|3300008415|Ga0115225_100092 24439:32567(+)

CDS 0030  CDS 0034 CDS 0035

. _(K@Eam@a@magcT e —C 1

SRS143759_al_ct26414 27130:33674(+)

f 4000 nt i

DNA, RNA and nucleotide metabolism unknown function



