holin (CDS_0019)

CD5_0020
tail length tape measure protein (CDS_0012) tail protein (CDS_0015) CDS_0017 CDS_ 0021

CDS_0011 \ CDS_0013 CDS_0014 CDS.0016  endolysin (CDS_0018)| | CDS_0022 CDS_0023 CDS_0024
IMGVR _UViG_3300008454 000011|3300008454|Ga0115310_100235 9148:24092(+)

CDS_0017
IMGVR_UViG_3300007120_000001|3300007120|Ga0102643 100124 8105:23043(+)
CDS_0012 CDS_0018 CDS_0021
SRS054995 al ct2413 10127:25070(+)

CDS_0017
MGV-GENOME-0284874 8129:23082(+)
CDS_0012 CDS_0018

2]

oL

MGV-GENOME-0256027 9172:24128(+)

CDS_0016 CDS_0019
— ) { by or oo o
IMGVR _UViG_3300007132_000005|3300007132|Ga0103282_100040 8623:23679(+)
tail protein (CDS_0015) CDS_0017

7

0 L ) A0/ R,

IMGVR_UViG_7000000536_000004|7000000536|SRS064493_LANL _scaffold_22430 8625:23601(+)

CDS_0017 CDS_0023 CDS_0024

I L ! O al

IMGVR_UViG_3300008059_000001|3300008059|Ga0114166_100059 8623:24647(+)

7

exonuclease (CDS_0024)
CDS_0017 CDS_0020 CDS_0022 CDS_0023

B ) ) by O 0 K |
SAMEA2738106_b1_ct5 8014:24106(+)
CDS_0012

Tcps 0013 CDS_0019 CDS_0026

~
~
~Z
S

D) O 0 ~

SRS149492 a1l _ct8558 9172:25366(+)

M
-EET 0 K |

CDS_0018 CDS 0020
\ ) ) ) U
SRS019798 al ct12217 8820:25906(+)
CDS_0017 CDS_0019
\ ) ) ] 0 V) a |

MGV-GENOME-0278714 9291:25821(+)
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DNA, RNA and nucleotide metabolism lysis tail unknown function



