
IMGVR_UViG_3300029754_000238|3300029754|Ga0243778_100293|1-50542 24110:32856(+)

CDS_0023
CDS_0024

RT_III-AM_III-B_2 (CDS_0025)
CDS_0026

CDS_0027

CDS_0028
CDS_0029

CDS_0030

CDS_0031

CDS_0032
CDS_0033

CDS_0034
CDS_0035

IMGVR_UViG_7000000516_000179|7000000516|SRS019161_WUGC_scaffold_35145 24110:32898(+)

CDS_0028
CDS_0029

CDS_0030

IMGVR_UViG_3300008705_000309|3300008705|Ga0113869_1000159|16964-66888 24110:32239(+)

CDS_0028
CDS_0029

CDS_0030

IMGVR_UViG_3300039381_000211|3300039381|Ga0169840_00068|40349-91359 24108:33325(+)

endolysin (CDS_0028)
CDS_0029

CDS_0030

IMGVR_UViG_3300029577_000367|3300029577|Ga0244883_100432|25165-75223 24110:32373(+)

endolysin (CDS_0028)
CDS_0029

CDS_0030

IMGVR_UViG_3300029331_000260|3300029331|Ga0243780_100126|21324-71979 24110:32970(+)

CDS_0028
CDS_0029

CDS_0030

IMGVR_UViG_3300029750_000245|3300029750|Ga0242832_100413|2-50484 24110:32797(+)

CDS_0028
CDS_0029

CDS_0030

MGV-GENOME-0314618 24110:33212(+)

CDS_0028
CDS_0029

CDS_0030

MGV-GENOME-0316649 24117:33105(+)

CDS_0028
CDS_0029

CDS_0030

IMGVR_UViG_3300045988_094235|3300045988|Ga0495776_069027 24110:32665(+)

CDS_0028
CDS_0029

CDS_0030

IMGVR_UViG_3300029373_000330|3300029373|Ga0243914_100352|13783-64360 24110:32883(+)

CDS_0028
CDS_0029

CDS_0030

IMGVR_UViG_3300010163_003565|3300010163|Ga0136175_10001977|3674-55250 24113:33892(+)

endolysin (CDS_0028)
CDS_0029

CDS_0030

IMGVR_UViG_3300029427_000251|3300029427|Ga0243889_1000098|47042-97521 24122:32804(+)

CDS_0029
CDS_0030

CDS_0031

IMGVR_UViG_3300014788_000194|3300014788|Ga0134381_1000099|3-50435 24123:32746(+)

endolysin (CDS_0029)
CDS_0030

CDS_0031

IMGVR_UViG_3300045988_125172|3300045988|Ga0495776_158943 24122:33212(+)

CDS_0029
CDS_0030

CDS_0031

MGV-GENOME-0314795 24122:32714(+)

CDS_0029
CDS_0030

CDS_0031

IMGVR_UViG_3300045988_133433|3300045988|Ga0495776_057857 24123:32866(+)

CDS_0030
CDS_0031

CDS_0032

IMGVR_UViG_3300014709_000125|3300014709|Ga0134424_100018|100871-151883 24122:33325(+)

CDS_0029
CDS_0030

CDS_0031

IMGVR_UViG_3300029080_000074|3300029080|Ga0169200_100105|51368-103939 24110:34886(+)

endolysin (CDS_0028)
CDS_0029

CDS_0030
CDS_0031

IMGVR_UViG_3300005460_000750|3300005460|Ga0073908_1000563|3-52268 24110:34580(+)

CDS_0028
CDS_0029

CDS_0030
CDS_0031

ivig_3679 24110:33225(+)

endolysin (CDS_0028)
CDS_0029

CDS_0030

IMGVR_UViG_3300045988_103434|3300045988|Ga0495776_093444 26613:36460(+)

CDS_0031
CDS_0032

CDS_0033

uvig_533353 24110:34575(+)

CDS_0028
CDS_0029

CDS_0030
CDS_0031

MGV-GENOME-0311783 24110:32867(+)

CDS_0028
CDS_0029

CDS_0030
CDS_0031

IMGVR_UViG_3300007360_000404|3300007360|Ga0104766_1000330|11626-61970 24110:32658(+)

CDS_0028
CDS_0029

CDS_0030

IMGVR_UViG_3300029739_000267|3300029739|Ga0245187_100511|136-54948 24122:37137(+)

endolysin (CDS_0029)
CDS_0030

CDS_0031
CDS_0032

IMGVR_UViG_3300029856_000285|3300029856|Ga0245296_100012|60252-114917 24122:36992(+)

endolysin (CDS_0029)
CDS_0030 CDS_0031

MGV-GENOME-0317599 24110:33659(+)

CDS_0028
CDS_0029

CDS_0030
CDS_0031

IMGVR_UViG_3300008712_000224|3300008712|Ga0113873_100248|20349-70944 24110:32910(+)

CDS_0028
CDS_0029

CDS_0030

IMGVR_UViG_3300045988_150885|3300045988|Ga0495776_058264 24110:33250(+)

CDS_0028
CDS_0029

CDS_0030
CDS_0031

IMGVR_UViG_7000000045_000144|7000000045|SRS013687_Baylor_scaffold_59360 24110:34296(+)

28 29 30 31 32

uvig_193528 24110:32958(+)

endolysin (CDS_0028)
CDS_0029

CDS_0030

IMGVR_UViG_3300029399_000006|3300029399|Ga0242750_100204 24110:34232(+)

CDS_0028
CDS_0029

CDS_0030

CDS_0031

IMGVR_UViG_3300029682_000175|3300029682|Ga0242767_100077|11552-65249 24119:36011(+)

CDS_0028
CDS_0029

CDS_0030 CDS_0031

IMGVR_UViG_3300007296_000014|3300007296|Ga0104830_100397 24117:33128(+)

CDS_0028
CDS_0029

CDS_0030
CDS_0031

uvig_124114 24167:36600(+)

endolysin (CDS_0030) 31 32 33 34

uvig_211095 24108:34497(+)

endolysin (CDS_0028) 29 30
31

32

IMGVR_UViG_3300029410_000279|3300029410|Ga0242843_100092|87499-138278 24110:33094(+)

endolysin (CDS_0028)
CDS_0029

CDS_0030

IMGVR_UViG_3300029776_000006|3300029776|Ga0243759_100457 24110:34271(+)

28 29 30 31 32

IMGVR_UViG_3300029785_000414|3300029785|Ga0243763_1000404|529-51548 24109:33334(+)

CDS_0028
CDS_0029

CDS_0030

CDS_0031

IMGVR_UViG_3300007853_000217|3300007853|Ga0114093_100436|5216-55563 24110:32662(+)

CDS_0028
CDS_0029

CDS_0030

IMGVR_UViG_3300029431_000006|3300029431|Ga0243758_1000481 24110:36244(+)

28 29 30 31 32 33

IMGVR_UViG_3300029934_000247|3300029934|Ga0169760_100248|3-50670 24122:32980(+)

endolysin (CDS_0029)
CDS_0030

CDS_0031
CDS_0032

uvig_400636 23638:33277(+)

27 28 29
30

31

MGV-GENOME-0313325 24117:33481(+)

28 29 30
31

32

IMGVR_UViG_3300029090_000111|3300029090|Ga0169218_100247|7757-58748 24110:33290(+)

CDS_0028
CDS_0029

CDS_0030

CDS_0031

MGV-GENOME-0318333 24110:31435(+)

CDS_0028

IMGVR_UViG_3300010262_000004|3300010262|Ga0129317_1000378 24117:31143(+)

CDS_0028

IMGVR_UViG_3300029188_000183|3300029188|Ga0169196_100288|6752-57023 24122:32553(+)

CDS_0029 CDS_0030

IMGVR_UViG_7000000348_000033|7000000348|SRS017701_Baylor_scaffold_11281 24055:31869(+)

CDS_0028 CDS_0029

MGV-GENOME-0316635 24110:34935(+)

28 29 30 3132

IMGVR_UViG_3300008478_000011|3300008478|Ga0114882_100238 24110:35742(+)

28 29 30 31 32

MGV-GENOME-0307474 24110:31928(+)

CDS_0028
CDS_0029

CDS_0030
CDS_0035

IMGVR_UViG_3300007806_000006|3300007806|Ga0105890_100248 24110:36126(+)

28 29 30 31 32 33

MGV-GENOME-0320617 24111:35664(+)

29 30 31
32

33 34 35

IMGVR_UViG_3300045988_138049|3300045988|Ga0495776_158580 23881:33271(+)

CDS_0023 CDS_0028
CDS_0029

CDS_0030
CDS_0031

IMGVR_UViG_3300006464_000011|3300006464|Ga0100221_1000389 24110:36604(+)

28 29 30
31

32 33 34

IMGVR_UViG_2922346343_000012|2922346343|2922346595|445-55552 24109:37422(+)

28 29

ParB-like partition protein (CDS_0030)
phosphoadenosine phosphosulfate reductase (CDS_0031)

32
33

34 35

IMGVR_UViG_3300008744_000012|3300008744|Ga0114025_1000334 24110:36631(+)

28 29

phosphoadenosine phosphosulfate reductase (CDS_0030)
31

32 33 34

IMGVR_UViG_3300045988_131824|3300045988|Ga0495776_142045 24110:39152(+)

28 29 30 31 32 33 34 35

uvig_262149 24100:37162(+)

endolysin (CDS_0028) 29
cyanobacterial phosphoribosylglycinamide formyltransferase (CDS_0030)

31 32 33 34 MntABC (VF0455) (CDS_0035)

uvig_303673 24110:40947(+)

endolysin (CDS_0028) 29 30 31 32 33 34 35

IMGVR_UViG_3300029393_000345|3300029393|Ga0243986_1000134|87128-137792 23838:32980(+)

RT_III-AM_III-B_2 (CDS_0025)

CDS_0026
CDS_0029

CDS_0030
CDS_0031

IMGVR_UViG_3300007797_000110|3300007797|Ga0105663_100395 24110:37652(+)

28 29 30 31
32

33 34 35 36

uvig_122064 24122:39476(+)

endolysin (CDS_0029) 30 31 32 33 34 35 36 37

uvig_461540 24666:40972(+)

endolysin (CDS_0030) 31 32
cyanobacterial phosphoribosylglycinamide formyltransferase (CDS_0033)

34 35 36 37 38 39

MGV-GENOME-0327981 24122:38122(+)

29 30 3132
33

34 35
36

37
3839

40 41 42

MGV-GENOME-0331349 24122:38043(+)

29 30
31

32
33

34
35

36
37 38

39 40

MGV-GENOME-0324036 24112:38492(+)

30 31 32 33 34
35

36
37

38 39 40

IMGVR_UViG_3300029841_000238|3300029841|Ga0245272_100035|120409-173544 24122:35448(+)

29 3031
3233

34 35

IMGVR_UViG_3300029849_000220|3300029849|Ga0245286_100302|4026-57439 24110:35728(+)

28 29
30

31
3233

34 35

uvig_543855 23650:42606(+)

27 28 29

NshR/TsnR family 23S rRNA methyltransferase (NF000477.1) (CDS_0030)

31 32 33 34
Streptococcal enolase (VF1060) (CDS_0035)

36

IMGVR_UViG_3300029398_000169|3300029398|Ga0242820_100002|359458-413466 24110:36917(+)

28 29
anti-CRISPR-Cas (AcrIIA9) (CDS_0030)

31 32 33 38

MGV-GENOME-0323263 24110:38116(+)

28 29 30 31 32 33 34 35 36 37
38

uvig_477993 23888:40314(+)

endolysin (CDS_0028) 29 30 31 3233
34

35 36 37 arsinothricin resistance N-acetyltransferase ArsN1 family A (NF040503.1) (CDS_0038)

IMGVR_UViG_3300008725_000250|3300008725|Ga0115670_1000387 24233:40589(+)

29 30 31 32 33 34 35 36 37
38

39
40

41

uvig_85806 24043:45067(+)

endolysin (CDS_0030) 31 32 33 34
Dpd__QueC (CDS_0035)

GTP cyclohydrolase (CDS_0036)

37 38 39 40 41 42

IMGVR_UViG_3300007793_000396|3300007793|Ga0105888_100333|2-55868 25488:37770(+)

endolysin (CDS_0028)
CDS_0029

CDS_0031

CDS_0032
CDS_0033

CDS_0034

CDS_0035

IMGVR_UViG_3300045988_110711|3300045988|Ga0495776_069179 18474:31736(+)

CDS_0021 CDS_0022 RT_III-AM_III-B_2 (CDS_0026)

IMGVR_UViG_3300045988_095127|3300045988|Ga0495776_047412 19627:31845(+)

CDS_0026

uvig_39551 24142:40923(+)

30 31
32

33 34
35

36 37 38 39 40

uvig_179615 24110:42877(+)

endolysin (CDS_0028) 29 30 31 32 33 34 35
36

37

uvig_512458 23839:43289(+)

24 28 29 30 31 32 33 34 35

IMGVR_UViG_3300045988_108806|3300045988|Ga0495776_116890 23851:30697(+)

CDS_0028

MGV-GENOME-0322883 23838:31780(+)

CDS_0027

MGV-GENOME-0324406 23838:32283(+)

CDS_0027 CDS_0028

IMGVR_UViG_3300045988_120398|3300045988|Ga0495776_146975 23838:31341(+)

CDS_0027
CDS_0028

MGV-GENOME-0327698 23837:32768(+)

CDS_0027
CDS_0028

CDS_0029

CDS_0030

IMGVR_UViG_3300045988_102458|3300045988|Ga0495776_165564 19676:32700(+)

RT_III-AM_III-B_2 (CDS_0026)
CDS_0028

CDS_0029

MGV-GENOME-0305446 18453:30673(+)

CDS_0027

IMGVR_UViG_3300039323_000113|3300039323|Ga0169852_00182 24122:45891(+)

29 30

cyanobacterial phosphoribosylglycinamide formyltransferase (CDS_0031)
HSI-2 T6SS secreted effectors (VF0915) (CDS_0032)

33 34 35 36 37 38 39 40 41
42

43

IMGVR_UViG_3300045988_130416|3300045988|Ga0495776_113292 23881:37392(+)

28 29 30 31

HicB-like antitoxin (CDS_0032)

33 34
35
3637 38

uvig_453409 24110:54406(+)

endolysin (CDS_0028) 29 30

NshR/TsnR family 23S rRNA methyltransferase (NF000477.1) (CDS_0031)

RecN (VF0457) (CDS_0032)
33

DNA polymerase exonuclease subunit (CDS_0034)

DNA polymerase processivity factor (CDS_0035)
single strand DNA binding protein (CDS_0036)

37
38

39 40 41 42 43

ABC-F type ribosomal protection protein OptrA (NF000514.1) (CDS_0044)

45
46

47

uvig_151949_ 24122:43881(+)

endolysin (CDS_0029) 30 31 32 33
ABC-F type ribosomal protection protein OptrA (NF000514.1) (CDS_0034)

35 36 37 38

uvig_271818 24110:58288(+)

endolysin (CDS_0028) 29

cyanobacterial phosphoribosylglycinamide formyltransferase (CDS_0030)

31 32 33 34
MntABC (VF0455) (CDS_0035)

36

Lysine synthesis (VF0815) (CDS_0037)

38 39 40 41 42
43

44 45 46 47 48

ABC-F type ribosomal protection protein OptrA (NF000514.1) (CDS_0049)

50 51

uvig_108761 24122:52070(+)

endolysin (CDS_0029) 30 31 32 33 34
MntABC (VF0455) (CDS_0035)

36

Lysine synthesis (VF0815) (CDS_0037)

38 39 40 41 42
Accessory secretion factor (VF0808) (CDS_0043)

44 45 46

uvig_120290 24122:49796(+)

endolysin (CDS_0029) 30
PmrAB (VF1355) (CDS_0031)

O-antigen (VF0392) (CDS_0032)
ParB-like partition protein (CDS_0033)

phosphoadenosine phosphosulfate reductase (CDS_0034)

35
36

37 38 39 40 41 42 43 44 45 46

uvig_432365 24119:57753(+)

28 29 30 31 32 33 34 35 36 37 38 39 40 41 42 43 44 45 46 47 48

uvig_272223 24110:51189(+)

endolysin (CDS_0028) 29 30 31 32
Rst_2TM_1TM_TIR__Rst_TIR_tm (CDS_0033)

34 35 36 37 38 39 40 41 42 43 4445 46

uvig_29025 23838:39311(+)

endolysin (CDS_0027) 28 29 30 31 32 33 34 40

uvig_451350 23838:54481(+)

endolysin (CDS_0029) 30 31

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0032)

33 34 35 36 37
Ibes (VF0237) (CDS_0038)

MtrCDE (VF0451) (CDS_0039)

multidrug efflux RND transporter periplasmic adaptor subunit MexE (NF045904.1) (CDS_0040)

41

DNA binding protein (CDS_0042)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0043)

44
peptidase (CDS_0045)

46 47

cold shock protein (CDS_0048)

49 50

IMGVR_UViG_3300045988_125353|3300045988|Ga0495776_121985 24122:46154(+)

29 30 31
DNA primase (CDS_0032)

33 34 35
36

37 38 39

40
41

42 43
44

45
46

47
48

49 50 51

MGV-GENOME-0340920 23850:41067(+)

28 29
30

31 32 33

34
35

36 37
38

39
40

41
42

43 44 45

IMGVR_UViG_3300045988_132310|3300045988|Ga0495776_057994 19664:33003(+)

26 27 28
29

3031

uvig_325129 19616:43862(+)

28 30 31 32 33 34 35 36 37 38 39
40

41 42 43 44 45

IMGVR_UViG_3300045988_119309|3300045988|Ga0495776_163477 26089:47371(+)

31 33 34 35 36 37 38 39 40 41 42
43

44 45
46

47

uvig_381702 37372:52183(+)

DNA binding protein (CDS_0038)

39
40

DnaB-like replicative helicase (CDS_0041)
nucleotide pyrophosphohydrolase (CDS_0042)

43 4445 46 47 48 49 50 51

10000 nt
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