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cysH_IV-B_1 (CDS_0138)
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nucleoside 2-deoxyribosyltransferase (CDS_0105)
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104 | 1067 | [110[ 112 [114 117 T120 121
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971 99 [T102 [104106
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nucleoside 2-deoxyribosyltransferase (CDS_0115)
119
110 117 I
111 113 116 120
103 109 | [112] 114 | 1187 121

IMGVR_UViG_3300045988_147821|3300045988|Ga0495776_016189 80986:104327(+)

nucleoside 2-deoxyribosyltransferase (CDS_0115)
nucleoside 2-deoxyribosyltransferase (CDS_0122)
DNA methylfransferase (cbs_0118)
DNA methyltransferase (CDS_0125)
110 119 126
111 113 117 120 | 124 I 128
109 | [112[114 116 | [[121 123 | 127

uvig_94158 80986:106163(+)
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27 30  34[36 3738[40
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