35 3 37 38 39 40 4142 43 44 45 46 47 48 49 50 51 52 53 54 55

MGV-GENOME-0370840 32238:42861(+)

36 4041 42 43 44 45 46 47 48

MGV-GENOME-0369933 30851:41400(+)
4142 43 44 45 46 47 48 50

IMGVR_UViG_3300029133_000001|3300029133|Ga0168787_100139 32405:42958(+)

CDS_0042  CDS 0044
CDS_0041|CDS_0043

IMGVR UVIG_3300045988_150254|3300045988|Ga0495776 016378 32405:41608(+)
40 4142 43 44 45 46 47 48 51

i

uvig 308099 30993:41448(+)

40 41 42 4344 45 46

IMGVR_UViG_3300045988_151561|3300045988|Ga0495776_141307 30845:40346(+)
87 86 85 84 83 82 81 80 79 76 75

IMGVR_UViG_3300045988_150827|3300045988|Ga0495776_074355 62071:72920(-)

42 43 44 45 46 47 48 49 5253 56 57
Ma_2019_SRR341635_NODE_24 length 112119 _cov_7.844009 32405:43157(+)
135
5 136 | 134 133 132 131 130 129 127
-1 -1 — DO PO O— d L O—CCd-d
]
uvig 257372 1:3194(-), 103556:111193(-)
79
84 80| 78 77 76 75 74 73 72 71
MGV-GENOME-0370470 52761:63569(-)
43
42] 44 45 46 47 48 49 52
MGV-GENOME-0370518 32840:43547(+)
142 144
137 138 139 140 141 [ 143 | 145 1 3 5

uvig_154599 103292:4548(+)

CDS_0042
CDS_0040 | CDS 0043 CDS_0044
IMGVR_UVIG_3300045988_156720|3300045988|Ga0495776_034605 32794:40404(+)
CDS_0042 CDS_0047
MGV-GENOME-0369299 32840:39501(+)
135
133134 | 136137 123 4 5 7

uvig_249373 103371:5006(+)

CDS 0114
CDS_0112 CDS_0117
CDS_0111 [ CDS_0113 | cbs.o118

IMGVR_UViG_3300029886_000001|3300029886|Ga0245330_100152 89391:96796(+)

CDS_0112 CDS_0114
CDS_0111 CDS_0113]

uvig_176985 89391:97028(+)

4000 nt 1

unknown function



