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HNH endonuclease (CDS_0151)
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IMGVR_UViG_3300045988_171284|3300045988|Ga0495776_119718 140704:159244(+)

HNH endonuclease (CDS_0146)
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IMGVR _UViG_3300045988 169464|3300045988|Ga0495776 001666 137716:155475(+)
CDS_0150 CDS_0155
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HNH endonuclease (CDS_0160)
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MGV-GENOME-0377748 143611:160456(+)

HNH endonuclease (CDS_0158)
156 157 159 160
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MGV-GENOME-0377568 142618:157447(+)

HNH endonuclease (CDS_0155)
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Ma_2019 SRR413714 NODE_29 length 169857 _cov_10.783654 144487:158946(+)
157158159 160 161

ag@E|————(@§ (W @@W— @1 @&

IMGVR_UViG_3300029857_000001|3300029857|Ga0245297_1000077 142361:157312(+)
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MGV-GENOME-0377445 142248:155479(+)
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MGV-GENOME-0377226 140437:152685(+)
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MGV-GENOME-0377348 142248:154039(+)
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uvig 24317 92392:106303(+)
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MGV-GENOME-0371221 90266:103274(+)
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DNA, RNA and nucleotide metabolism unknown function



