glutamine amidotransferase (CDS_0122)

CDS_0111 COOH.NH2 ligase (CD$_0121)
CDS 0110 CDS 0113 CDS_0115 COOH.NH?2 ligase (CDS_0119) CDS_0123
|CDS_0112[ CDS 0114 | CDS0116 CDS 0117 CDS_0118 CDS_0120 CDS_0124
MGV-GENOME-0376535 117336:127033(+)
CDS_0076
| cDs 0077

EECEOCT——FTL K L G G {

MGV-GENOME-0374582 87520:97192(+)

CDS.0115
CDS 0114 CDS.0116

EAECaEEE@E—HEL K = K {

MGV-GENOME-0377528 115411:124237(+)

CDS_0107
CDS_0108 CDS_0113 CDS_0114

O @ K O e G N o OO O S

MGV-GENOME-0377063 110531:119738(+)

CDS 0107
CDs 0108 COOH.NH2 ligase (CDS_0111)
CKEOEEEK K-E { ( { { £ |

MGV-GENOME-0377371 114271:123162(+)
COOH.NH2 ligase (CDS_0114)

COOH.NH2 ligase (CDS_0116) dehydrogenase (CDS_0122)
108 HNH endonuclease (CDS_0111) endonuclease (CDS_0115) 117 118 121 123 124

a—C =ad B K &< HCOOHECTTTKETK KK

IMGVR_UViG_3300045988_172075|3300045988|Ga0495776_001674 114236:126882(+)

COOH.NH2 ligase (CDS_0112)
COOH.NH2 ligase (CDS_0110) endonuclease (CDS_0114)
111 113 115

O ~ K @@ C K KK

MGV-GENOME-0377514 115176:127769(+)

} 5000 nt i
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