
IMGVR_UViG_3300029765_000002|3300029765|Ga0243842_100500 21620:27332(+)

CDS_0022

CDS_0023
CDS_0024

CDS_0025

CDS_0026

CDS_0027

CDS_0028

CDS_0029
CDS_0030

CDS_0031
CDS_0032

IMGVR_UViG_3300029357_000003|3300029357|Ga0243847_100624 21620:27757(+)

CDS_0027

IMGVR_UViG_3300045988_150881|3300045988|Ga0495776_151543 21620:28167(+)

CDS_0027

IMGVR_UViG_3300007669_000295|3300007669|Ga0105546_100183|2994-62867 21615:27965(+)

CDS_0027

uvig_180021 20946:28126(+)

CDS_0027
CDS_0028

uvig_450008 21580:27625(+)

CDS_0027
CDS_0028

uvig_138353 21620:28809(+)

CDS_0027 PlcR-PapR quorum sensing (VF0660) (CDS_0028)

IMGVR_UViG_3300029421_000003|3300029421|Ga0243844_100577 21147:27652(+)

CDS_0027
CDS_0028

CDS_0029

ivig_4003 21620:31175(+)

CDS_0028
CDS_0029

CDS_0030 CDS_0031

uvig_234078 21615:39889(+)

27 28 29 30 31 32 33 34 35

MGV-GENOME-0345861 21615:30421(+)

CDS_0027
CDS_0028

CDS_0029

uvig_245605 21621:35763(+)

27 28 29
30

31

integrase (CDS_0032)

33
integrase (CDS_0034)

metallo-phosphoesterase (CDS_0035)

36

uvig_339305 21617:37880(+)

27 28 29 30
FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0031)

32 33 34 3536 37 38 39

MGV-GENOME-0330293 21620:27249(+)

CDS_0027

CDS_0030

CDS_0031
CDS_0032

MGV-GENOME-0264448 1:6831(+)

CDS_0001
CDS_0002

CDS_0004

IMGVR_UViG_3300029771_000108|3300029771|Ga0243801_100497 21629:37764(+)

27
28

29 30 31
32

33 34 35 36 37

transcriptional repressor (CDS_0038)
39

40 41 42 43

IMGVR_UViG_3300029348_000217|3300029348|Ga0243800_100122|57234-124391 21629:36618(+)

27 28 29 30
31

32 33 34 35 36

transcriptional repressor (CDS_0037)
38

39 40 41 42

uvig_457901_ 21629:51404(+)

27
transposase (CDS_0028)

29 30 31 32 33
integrase (CDS_0034)

35 36

integrase (CDS_0037)
38

39
40

41 42 43 44
45

46 47 48 49 50

transcriptional repressor (CDS_0051)
52

53 54 55 56

uvig_311953 21621:47417(+)

28 29 3031 32
Erf-like ssDNA annealing protein (CDS_0033)

Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0034)

35 36

SigE (VF0295) (CDS_0037)

38
holin (CDS_0039)

40 41 42 43

ATPase (CDS_0044)

45
46

47 48 49

10000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function

Defence Virulence


